
TemPhD_cluster_40721: 36,072-45,505 (+)

CII-like transcriptional activator (CDS_0045)

DnaD-like helicase loader (CDS_0046)
DnaC-like helicase loader (CDS_0047)

48

Ren-like exclusion protein (CDS_0049)

50

MokW-like host killing (CDS_0051)

52 53 54

anti-termination protein Q-like (CDS_0055)

toxin-antitoxin system HicB-like (CDS_0056)

holin (CDS_0057)
58 59 terminase small subunit (CDS_0060)

TemPhD_cluster_25873: 31,007-40,441 (+)

MokW-like host killing (CDS_0045)
46 47 48

TemPhD_cluster_41171: 34,343-42,106 (+)

primosomal protein (CDS_0043)
MokW-like host killing (CDS_0048)

49 50

TemPhD_cluster_36849_: 29,698-38,117 (+)

transcriptional regulator
MokW-like host killing (CDS_0041)

42

NinB/ Orf homologous recombination mediator (CDS_0043)

46
transposase (CDS_0047)

TemPhD_cluster_61250: 30,526-39,364 (+)

MokW-like host killing (CDS_0042)
43 44

TemPhD_cluster_25996: 30,582-38,696 (+)

MokW-like host killing (CDS_0042)
4344 45 46 53

TemPhD_cluster_50129: 30,285-39,023 (+)

MokW-like host killing (CDS_0040)
41 42 43 46 49 50

TemPhD_cluster_31881: 36,180-43,573 (+)

MokW-like host killing (CDS_0050)
51 52

anti-termination protein Q-like (CDS_0054)

57

TemPhD_cluster_36795_: 30,857-38,250 (+)

MokW-like host killing (CDS_0042)
43

NinB/ Orf homologous recombination mediator (CDS_0044)

45

TemPhD_cluster_30055: 30,888-38,540 (+)

MokW-like host killing (CDS_0044)
45 46 52

TemPhD_cluster_48813_: 35,004-42,605 (+)

47 48 NinB/ Orf homologous recombination mediator (CDS_0049)

TemPhD_cluster_60194: 35,861-43,529 (+)

Mok_Hok_Sok__Hok (CDS_0051)
52 53 54

TemPhD_cluster_36809_: 30,870-38,264 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43

NinB/ Orf homologous recombination mediator (CDS_0044)

45

TemPhD_cluster_48406: 34,517-44,507 (+)

MokW-like host killing (CDS_0048)
49 50 53 Rz-like spanin (CDS_0057)

TemPhD_cluster_27145: 35,658-44,227 (+)

50 51 52

TemPhD_cluster_42973: 29,482-37,517 (+)

Mok_Hok_Sok__Hok (CDS_0039)
40 41

TemPhD_cluster_24778: 30,072-38,159 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43 44 45

TemPhD_cluster_61371: 29,986-38,074 (+)

Mok_Hok_Sok__Hok (CDS_0040)
4142 43

TemPhD_cluster_61332: 29,433-38,296 (+)

38
replication initiation protein (CDS_0039)

Mok_Hok_Sok__Hok (CDS_0043)

44 45 46

TemPhD_cluster_35530: 35,667-43,373 (+)

49 50 NinB/ Orf homologous recombination mediator (CDS_0051)

TemPhD_cluster_36689_: 30,803-38,509 (+)

Mok_Hok_Sok__Hok (CDS_0040)
4142

NinB/ Orf homologous recombination mediator (CDS_0043)

49

TemPhD_cluster_42632: 30,248-38,271 (+)

Virulence-associated proteins (VF0679) (CDS_0044)
toxin of TA system (CDS_0045)

4647 48

TemPhD_cluster_49938: 30,889-39,120 (+)

Virulence-associated proteins (VF0679) (CDS_0043)
toxin of TA system (CDS_0044)

4546 47

TemPhD_cluster_48692_: 35,033-43,056 (+)

Virulence-associated proteins (VF0679) (CDS_0049)
toxin of TA system (CDS_0050)

51 NinB/ Orf homologous recombination mediator (CDS_0052)

TemPhD_cluster_49097: 33,845-41,817 (+)

Virulence-associated proteins (VF0679) (CDS_0047)
toxin of TA system (CDS_0048)

4950 51 52

TemPhD_cluster_50492: 27,765-38,618 (+)

32 33 34

Virulence-associated proteins (VF0679) (CDS_0037)
toxin of TA system (CDS_0038)

3940 41

IMGVR_UViG_2724678948_000004|2724678948|2724683917|1-56412: 46,332-55,301 (+)

60 61 62 63 64

TemPhD_cluster_35835_: 34,068-41,688 (+)

47 48 NinB/ Orf homologous recombination mediator (CDS_0049)

TemPhD_cluster_40522: 34,115-45,415 (+)

46 47 48 49

TemPhD_cluster_39631_: 40,611-50,497 (+)

54

VCA0368 (CDS_0055)
VCA0367 (CDS_0056)

57 58 NinB/ Orf homologous recombination mediator (CDS_0059)

TemPhD_cluster_35332: 35,833-44,927 (+)

49 50 51 52 NinB/ Orf homologous recombination mediator (CDS_0053)

TemPhD_cluster_59678: 37,619-45,368 (+)

51 52 53

TemPhD_cluster_42127: 30,344-39,438 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43 44 45 46

TemPhD_cluster_49855: 30,345-39,439 (+)

Mok_Hok_Sok__Hok (CDS_0041)
42 43 44 45

TemPhD_cluster_59640: 35,842-45,571 (+)

49 50 51 52 53 56 57

TemPhD_cluster_59616: 35,841-45,571 (+)

Mok_Hok_Sok__Hok (CDS_0049)
50 51 52 53

TemPhD_cluster_36215: 31,154-40,252 (+)

Mok_Hok_Sok__Hok (CDS_0042)

43
metallo-protease (CDS_0044)

45

NinB/ Orf homologous recombination mediator (CDS_0046)

47

TemPhD_cluster_36217: 31,155-40,253 (+)

Mok_Hok_Sok__Hok (CDS_0042)

43
metallo-protease (CDS_0044)

45

NinB/ Orf homologous recombination mediator (CDS_0046)

47

TemPhD_cluster_32189: 33,074-40,184 (+)

MokW-like host killing (CDS_0048) 53 54 55

TemPhD_cluster_41230: 33,389-42,299 (+)

44 49 50 51 endolysin (CDS_0058)

TemPhD_cluster_22666: 30,489-37,450 (+)

primosomal protein (CDS_0037)
38

Mok_Hok_Sok__Hok (CDS_0041)

42

NinB/ Orf homologous recombination mediator (CDS_0043)

44

TemPhD_cluster_19524: 29,850-37,427 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43 44

TemPhD_cluster_61331: 30,350-37,928 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43 44 45

TemPhD_cluster_31813: 36,615-45,354 (+)

Mok_Hok_Sok__Hok (CDS_0051)
52 53

TemPhD_cluster_40596: 36,962-44,797 (+)

47 48 49

TemPhD_cluster_60317: 31,707-42,996 (+)

39 40 41 42

TemPhD_cluster_31684: 36,135-44,603 (+)

49 50 51

TemPhD_cluster_18378: 36,092-45,008 (+)

48 49 50

TemPhD_cluster_40710: 36,097-44,521 (+)

47 48
NinB/ Orf homologous recombination mediator (CDS_0049)

50 anti-repressor (CDS_0053)

TemPhD_cluster_41921: 32,420-40,052 (+)

43 44
NinB/ Orf homologous recombination mediator (CDS_0045)

46

TemPhD_cluster_48040: 36,610-43,678 (+)

50 51
NinB/ Orf homologous recombination mediator (CDS_0052)

53

TemPhD_cluster_17544: 30,452-37,465 (+)

Mok_Hok_Sok__Hok (CDS_0041)
42 43 44

TemPhD_cluster_42555: 30,651-38,285 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43

NinB/ Orf homologous recombination mediator (CDS_0044)

45

TemPhD_cluster_35463: 36,146-44,187 (+)

47 48
NinB/ Orf homologous recombination mediator (CDS_0049)

50

TemPhD_cluster_36792_: 30,675-38,660 (+)

Mok_Hok_Sok__Hok (CDS_0041)
42

NinB/ Orf homologous recombination mediator (CDS_0043)

44

TemPhD_cluster_47760: 36,623-44,518 (+)

51 52
NinB/ Orf homologous recombination mediator (CDS_0053)

54

TemPhD_cluster_11603: 30,696-38,595 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43 44 45

TemPhD_cluster_41052: 32,294-43,169 (+)

45 46 47
NinB/ Orf homologous recombination mediator (CDS_0048)

49

TemPhD_cluster_49243: 30,419-41,845 (+)

39 40 41
NinB/ Orf homologous recombination mediator (CDS_0042)

43

TemPhD_cluster_40569: 36,079-44,421 (+)

50 51 52

TemPhD_cluster_24500: 29,566-39,941 (+)

41 42 43
anti-termination protein Q-like (CDS_0045)

MTase_II_00164 Type (CDS_0046) 47

TemPhD_cluster_40739: 36,465-44,216 (+)

Mok_Hok_Sok__Hok (CDS_0052)
53

NinB/ Orf homologous recombination mediator (CDS_0054)

55

TemPhD_cluster_41975: 30,385-39,077 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43

NinB/ Orf homologous recombination mediator (CDS_0044)

45
HEase_00016 homing (CDS_0046)

TemPhD_cluster_60636: 33,060-41,746 (+)

43

DNA binding protein (CDS_0044)
Virulence-associated proteins (VF0679) (CDS_0046)

toxin of TA system (CDS_0047)
48

NinB/ Orf homologous recombination mediator (CDS_0049)

50

TemPhD_cluster_27391: 32,708-38,591 (+)

Mok_Hok_Sok__Hok (CDS_0042)
43

NinB/ Orf homologous recombination mediator (CDS_0044)

45

toxin-antitoxin system HicB-like (CDS_0048)

49 50

TemPhD_cluster_8696: 25,469-31,352 (+)

Mok_Hok_Sok__Hok (CDS_0031)
toxin-antitoxin system HicB-like (CDS_0037)

38 39

TemPhD_cluster_27595: 27,773-37,617 (+)

Mok_Hok_Sok__Hok (CDS_0037)
38

NinB/ Orf homologous recombination mediator (CDS_0039)

40

TemPhD_cluster_24421: 31,293-41,383 (+)

46

VCA0368 (CDS_0047)
VCA0367 (CDS_0048)

49 50

NinB/ Orf homologous recombination mediator (CDS_0051)

52

TemPhD_cluster_41155: 32,648-43,152 (+)

46

VCA0368 (CDS_0047)
VCA0367 (CDS_0048)

49 50

NinB/ Orf homologous recombination mediator (CDS_0051)

52

TemPhD_cluster_7452: 28,972-39,062 (+)

39
VCA0368 (CDS_0040)

VCA0367 (CDS_0041)

Mok_Hok_Sok__Hok (CDS_0042)

43

NinB/ Orf homologous recombination mediator (CDS_0044)

45

TemPhD_cluster_59629: 37,447-45,935 (+)

45
VCA0368 (CDS_0046)

VCA0367 (CDS_0047)

Mok_Hok_Sok__Hok (CDS_0048)

49 50 51

TemPhD_cluster_59590: 37,602-46,090 (+)

45
VCA0368 (CDS_0046)

VCA0367 (CDS_0047)

Mok_Hok_Sok__Hok (CDS_0048)

49 50 51

TemPhD_cluster_21609: 36,032-43,735 (+)

DnaD-like helicase loader (CDS_0046)
DnaD-like helicase loader (CDS_0047) 51 52 53 54

TemPhD_cluster_59757: 36,521-45,525 (+)

49 50
NinB/ Orf homologous recombination mediator (CDS_0051)

52 59

TemPhD_cluster_47993: 34,599-46,073 (+)

47 48 49
NinB/ Orf homologous recombination mediator (CDS_0050)

51

TemPhD_cluster_33372: 28,868-36,843 (+); 1-1,620 (+)

1anti-termination protein Q-like (CDS_0042)
toxin-antitoxin system HicB-like (CDS_0043)

TemPhD_cluster_50850: 28,029-37,249 (+); 1-1,620 (+)

40 toxin-antitoxin system HicB-like (CDS_0041)

TemPhD_cluster_50178: 32,958-39,510 (+); 1-1,620 (+)

42 46

TemPhD_cluster_42888: 29,226-38,626 (+); 1-1,620 (+)

34

anti-termination protein Q-like (CDS_0041)
anti-repressor Ant (CDS_0042)

43 44 45

TemPhD_cluster_43289: 27,561-36,862 (+); 1-1,620 (+)

anti-termination protein Q-like (CDS_0037)
anti-repressor Ant (CDS_0038)

39 40 41

TemPhD_cluster_30150: 27,731-39,444 (+); 1-1,620 (+)

34
anti-termination protein Q-like (CDS_0039)

anti-repressor (CDS_0040) 41 42

TemPhD_cluster_22068: 21,876-33,588 (+); 1-1,620 (+)

34
anti-repressor (CDS_0035)

36 37 38

TemPhD_cluster_50345: 26,755-36,880 (+)

Mok_Hok_Sok__Hok (CDS_0037)
38 39 40 41

TemPhD_cluster_31943: 36,372-44,082 (+)

toxin-antitoxin system HicB-like (CDS_0053)
54 55

TemPhD_cluster_29801: 33,065-40,775 (+)

toxin-antitoxin system HicB-like (CDS_0047)
48 49

TemPhD_cluster_42205: 31,729-39,267 (+)

Mok_Hok_Sok__Hok (CDS_0037)
38 39 40 41

TemPhD_cluster_37737_: 25,837-34,083 (+)

34 35 40 41

TemPhD_cluster_41586: 32,023-42,166 (+)

anti-termination protein Q-like (CDS_0045)
MTase_II_00164 Type (CDS_0046) 47 48 49

TemPhD_cluster_25957: 32,522-39,827 (+)

47 51

TemPhD_cluster_42682: 32,523-39,187 (+)

47

TemPhD_cluster_22741: 31,715-38,288 (+)

43

TemPhD_cluster_21288: 25,455-32,974 (+)

anti-repressor (CDS_0037)
toxin-antitoxin system HicB-like (CDS_0038)

TemPhD_cluster_59743: 36,700-46,211 (+)

anti-termination protein Q-like (CDS_0051)
52 53 54

TemPhD_cluster_60544: 34,106-43,141 (+)

anti-termination protein Q-like (CDS_0048)
49 50

TemPhD_cluster_35392: 38,095-45,435 (+)

HNH endonuclease (CDS_0051)
anti-repressor (CDS_0053)

toxin-antitoxin system HicB-like (CDS_0054)

TemPhD_cluster_62929_: 25,455-32,795 (+)

anti-repressor (CDS_0036)
toxin-antitoxin system HicB-like (CDS_0037)

TemPhD_cluster_35387: 38,110-45,445 (+)

48 anti-repressor (CDS_0052)
toxin-antitoxin system HicB-like (CDS_0053)

TemPhD_cluster_24767: 27,759-39,057 (+); 1-1,620 (+)

Mok_Hok_Sok__Hok (CDS_0037)

38

NinB/ Orf homologous recombination mediator (CDS_0039)

HNH endonuclease (CDS_0040)

anti-termination protein Q-like (CDS_0041)

anti-repressor (CDS_0042)
toxin-antitoxin system HicB-like (CDS_0043)

TemPhD_cluster_22757: 28,449-38,193 (+); 1-1,620 (+)

anti-termination protein Q-like (CDS_0039)
40 41 42 43

TemPhD_cluster_59494: 36,606-47,013 (+); 1-1,620 (+)

50
anti-termination protein Q-like (CDS_0053)

54 55 56 57

TemPhD_cluster_32668: 32,477-40,377 (+)

anti-termination protein Q-like (CDS_0047)
toxin-antitoxin system HicB-like (CDS_0048)

52 53 54 55

TemPhD_cluster_29875: 32,674-40,574 (+)

anti-termination protein Q-like (CDS_0046)
toxin-antitoxin system HicB-like (CDS_0047)

TemPhD_cluster_46298: 45,262-55,238 (+)

NinB/ Orf homologous recombination mediator (CDS_0060)

61
anti-termination protein Q-like (CDS_0063)

64

TemPhD_cluster_48352: 34,942-43,464 (+)

53

TemPhD_cluster_25521: 30,057-42,634 (+)

transposase (CDS_0044)
DrmD_00013 DrmD (CDS_0045)

46

TemPhD_cluster_11345: 30,057-39,989 (+)

43

TemPhD_cluster_19750: 30,499-40,715 (+)

42

TemPhD_cluster_59950: 33,088-43,675 (+)

HEase_00016 homing (CDS_0050)

TemPhD_cluster_48565: 31,560-42,664 (+)

36 37 38 41
DnaC-like helicase loader (CDS_0042)

44

TemPhD_cluster_32248: 27,988-40,311 (+)

Mok_Hok_Sok__Hok (CDS_0038)
39 40

TemPhD_cluster_51514: 21,904-32,694 (+)

27
Mok_Hok_Sok__Hok (CDS_0032)

33 34

TemPhD_cluster_49407: 29,406-42,046 (+); 1-3,140 (+)

portal protein (CDS_0002)42
MTase_II_00164 Type (CDS_0043)

44 45 46 50

TemPhD_cluster_27208: 29,097-41,119 (+)

Mok_Hok_Sok__Hok (CDS_0037)
38

NinB/ Orf homologous recombination mediator (CDS_0039)

40

TemPhD_cluster_9040: 27,256-38,129 (+)

Mok_Hok_Sok__Hok (CDS_0035)
36

NinB/ Orf homologous recombination mediator (CDS_0037)

38

TemPhD_cluster_27363: 27,697-39,998 (+)

Mok_Hok_Sok__Hok (CDS_0038)
3940 41 42

HEase_00016 homing (CDS_0043)

TemPhD_cluster_25986: 26,437-39,654 (+); 1-1,620 (+)

Mok_Hok_Sok__Hok (CDS_0037)
38

NinB/ Orf homologous recombination mediator (CDS_0039)

40

anti-termination protein Q-like (CDS_0041)

42 43 44 50

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


