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MGV-GENOME-0266610: 21,134-37,945 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0031)
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MGV-GENOME-0254228:21,142-36,566 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0031)
nucleoside triphosphate pyrophosphohydrolase (CDS_0039)
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nucleoside triphosphate pyrophosphohydrolase (CDS_0028)
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MGV-GENOME-0236724:20,680-33,751 (+)
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uvig_211008:21,440-35,860 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0035)
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MGV GENOME- 0269956 21 511 39, 360( )
nucleoside triphosphate pyrophosphohydrolase (CDS_0023)
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virion structural protein (CDS_0034)
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MGV-GENOME-0286203:21,143-42,539 (+)
virion structural protein (CDS_0031) 37
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MGV GENOME- 0260845 21 144 37,709 (+)
virion structural protein (CDS_0027) 32 34
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MGV GENOME- 0265582 21 144 38,525 (+)
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MGV-GENOME-0306673:20,879-37,902 (+)
25 26 27

N
©
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uvig_418816:20,894-31,111 (+)

25 26 27 virion structural protein (CDS_0033)
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MGV-GENOME-0234819:18,912-33,382 (+)
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MGV-GENOME-0227597:18,793-31,961 (+)
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9000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function defence (PADLOC) AMR (AMRFinderPlus)
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