nucleotide kinase (CDS_0063)
replication initiation protein (CDS_0046) SspD_00001 SspD (CDS_0065)
47 48 49 50 51 52 53 54 55 56 57 58 59 60 61 62 64 66
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IMGVR_UViG_3300029714_000004|3300029714|Ga0245242_1000558: 34,063-43,085 (+)
50 51 52 53 54 56

IMGVR_UViG_3300023502_000009|3300023502|Ga0257054_100456: 31,888-39,728 (+)
50 51 52 53 54 55 56 57 Lar anti-RM (APIS033) (CDS_0058) 65

uvig_150824:31,964-41,210 (+)
47 48 49 50 51 52 53 Lar anti-RM (APIS033) (CDS_0054)

I ——— E—
Shkoporov_2019_SRR9161502_NODE_267_length_54921 cov_19.093519:29,962-38,956 (+)
48 49 50 il Lar anti-RM (APIS033) (CDS_0052)

MGV-GENOME-0319723:30,834-38,909 (+)

49 50 51 52 53 54 55 HNH endonuclease (CDS_0056)

e e ——————
IMGVR_UViG_3300045988_069420|3300045988|Ga0495776_005120:31,146-39,863 (+)
49 50 51 52 53 54 55 HNH endonuclease (CDS_0056)

MGV-GENOME-0323236:31,173-39,839 (+)
53 54 55 56 57 58 59
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IMGVR_UViG_3300029720_000014|3300029720|Ga0245229_1000583: 33,907-43 099( )

49 50 51 52 53 54 55 57 excisionase
. e O I

uvig_189194:31,998-40,878 (+)
5354 55 56 57

e ——— E— E——
uvig_211093:33,896-41,576 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0045) 5051 52 53 54 55
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IMGVR_UViG_3300045988_062123|3300045988|Ga0495776_016256:31,686-41,462 (+)
5051 52 53 54
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MGV-GENOME-0326270:31,684-41,248 (+)
5253 54 55 56 57

w
©

S — E——
IMGVR_UViG_3300045988_079175|3300045988|Ga0495776_016298:34,747-43,238 (+)

50 51 52

e
s

uv\g 106274:30,781-37,969 (+)
3000 nt
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