
MGV-GENOME-0323236: 27,042-34,536 (+)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)
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nucleoside triphosphate pyrophosphohydrolase (CDS_0043)

replication initiation protein (CDS_0044) 45 46 47

uvig_106274: 27,262-34,144 (+)

hydrolase
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uvig_211093: 28,450-37,259 (+)
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RM_Type_II__Type_II_MTases_FAM_2 (CDS_0043)
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DNA methyltransferase (CDS_0046)

IMGVR_UViG_3300029714_000004|3300029714|Ga0245242_1000558: 29,115-37,426 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042)
43 DNA methyltransferase (CDS_0044)

IMGVR_UViG_3300045988_103316|3300045988|Ga0495776_026617: 28,075-36,446 (+)

39 41
DruM2_00001 DNA (CDS_0042)

43

IMGVR_UViG_3300045988_079175|3300045988|Ga0495776_016298: 29,990-38,110 (+)

41 42 43 44 45
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


