retron_type_VI_hth_cluster2_1 (CDS_0025)
anti-repressor (CDS_0026) 27 28 29 30 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0031) 32 33 34 hydrolase (CDS_0035) 36

A - A I —, L )

— I —
uvig_211093:21,735-28,686 (+)

RecT-like ssDNA annealing protein (CDS_0035)
30 31 34 RecT-like ssDNA annealing protein (CDS_0036)

D - 0D 00 IS S S S B }

IMGVR_UViG_3300029720_000014|3300029720|Ga0245229_1000583:21,735-28,912 (+)

RecT-like ssDNA annealing protein (CDS_0034)
Lpg2644 (VFO800) (CDS_0029) 30 hydrolase

D NS B I i I S B -

e —————————————
IMGVR_UViG_3300029714_000004(3300029714|Ga0245242_1000558:21,749-28,402 (+)
29 30

D ¥ ED B ) S R S R D B

uvig_106274:20,190-26,549 (+)

32

L] ) YD, )

30 32 33

- D ) I, ) L i

—
IMGVR_UViG_3300045988_061980[3300045988|Ga0495776_169223:21,859-29,300 (+)
30

- D) A L[ ) ) i

I —
MGV-GENOME-0326270:21,857-28,920 (+)

T

uvig_150824:22,910-28,398 (+)

g

|

29 31 32 33 38

.
IMGVR_UViG_3300023502_000009|3300023502|Ga0257054_100456:21,618-28,888 (+)
k 2000 nt !
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




