tail protein (CDS_0025) holin (CDS_0030)
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MGV-GENOME-0268138:15,976-28,376 (+)
holin (CDS_0030) 31 37
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MGV-GENOME-0267787:15,976-29,084 (+)
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IMGVR_UVIiG_3300045988_115782|3300045988|Ga0495776_005650: 15,747-28,949 (+)
holin (CDS_0028)
25 T 29 30 31 32 333435 36 38
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IMGVR_UViG_3300045988_096068|3300045988|Ga0495776_002546:15,299-31,198 (+)

holin(CDS 0028) 29 30 31 32 333435 36

uvig_342392:15,392-31,172 (+)
holin (CDS_0028) 29 30 31 32 333435 36
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MGV-GENOME-0281047: 15,299-31,198 (+)
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uvig_404001: 15,274-27,951 (+)
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uvig 346517: 14,689-27,323 (+)
holin (CDS_0028)
24 25 27 ] 29 30

Eig,585526: 18,477-27,126 (+)
tRNA-Undet(NNN)
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SAMNO9781746_al ct61177 vs1:13,889-29,294 (+)
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SAMNO09781773_al_ct13008: 14,649-29,860 (+)
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uvig 479329:13,223-27,360 (+)
25 28 29 30
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MGV-GENOME-0266958: 14,199-26,878 (+)
holin (CDS_0027)
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SAMNO0791977_al_ct80994 vs1:14,179-25,981 (+)
holin (CDS_0027) 2829 30 31 32 33 34 35
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IMGVR_UViG_3300045988_116667|3300045988|Ga0495776_002611:14,230-30,642 (+)
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uvig_321451:14,230-30,437 (+)
holin (CDS_0029) 3031 32 33 34
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uvig_337557:14,990-29,031 (+)

holin (CDS_0031)
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MGV-GENOME-0288495: 15,408-32,355 (+)
holin (CDS_0027) 28 2930 31 32 33 34
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MGV-GENOME-0276855:14,496-30,115 (+)

holin (CDS_0028)
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uvig_587585: 16,659-31,325 (+)
holin (CDS_0025)
[ 2627282930 31 32
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uvig_583987:12,515-27,412 (+)

holin (CDS_0028)
T29 30 31 32 33 34 3536 37 38
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IMGVR_UViG_3300045988 139256|3SOOO45988\Ga0495776 109756:14,469-29, 347( )
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head and packaging lysis tail unknownfunction tRNA
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