ParB-like partition protein (CDS_0003)
DS-15__DS-15A (CDS_0001) tRNA-Met(CAT) HNH endonuclease (CDS_0008)
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MGV-GENOME-0266958:1-9,819 (+)
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HNH endonuclease (CDS_0008)

IMGVR_UViG_3300045988 119073|3300045988\Ga0495776 083817 1-11,539 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0064)
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uvig 337557:39,467-40,857 (+); 1-9,603 (+)
2 4 6 7 8 9

IMGVR_UViG_3300045988_115782|3300045988|Ga0495776_005650: 38,106-39,589 (+); 1-11,365 (+)
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uvig_290298:1-9,408 (+)

4 5 6 HNH endonuclease (CDS_0007)
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uvig 479329:1-10,395 (+)

4 5 HNH endonuclease (CDS_0006) 11

SAMNO0791977_a1_ct80994 vs1:1-11,351 (+)
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HNH endonuclease (CDS_0006)

IMGVR UViG_3300045988_116667|3300045988|Ga0495776 002611 41,143-42, 533( ); 1-11,402 (+)
transcriptional regulator (CDS_0002) 3
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uvwg_472614 42,548-43,938 (+); 1-10,022 (+)
6 7 8 HNH endonuclease (CDS_0009)

MGV-GENOME-0288495:42,548-43,938 (+); 1-12,580 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) anti-defence (dbAPIS) tRNA
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