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PD-Lambda-5_A_WP_134883021.1 (CDS_0028)

HTH DNA bindingapLotein (CDS_0031)
metallo-protease (CDS_0030)
26 29 [ | 32 333435 36

T e S e e —— - E—
IMGVR_UViG_3300045988_156236|3300045988|Ga0495776_070638:19,619-36,069 (+)
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