holin (CDS_0032)
endolysin (CDS_0033)
30 4143
2425 26 27 28 29 [31 34 35 36 37 38 39 40 [42] 44 45
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MGV-GENOME-0340230: 18,409-30,938 (+)

holin (CDS_0026)
endolysin (CDS_0027)
22 24 25 | 28 29 30 31
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IMGVR_UViG_3300045988_152282|3300045988|Ga0495776_187353:16,101-27,619 (+)

3031
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MGV-GENOME-0325880: 18,371-25,481 (+)
holin (CDS_0026)
242512728 29 3031 3233

MGV-GENOME-0268288: 15,653-25,882 (+)
holin (CDS_0032)
endolysin (CDS_0033) capH (CDS_0041)
3031 | 34 35 36 37 38 39 40 42
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capH (CDS_0037)
3031 32 3334 35 36 38

uvig_111884: 18,371-29,840 (+)
capH (CDS_0029)
holin (CDS_0025) capH (CDS_0036)
tail protein 24 | 262728 30 31 3233 34 35 37 40
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uvig_173990: 16,031-29,363 (+)
capH (CDS_0025)
24 [ 26
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uvig 400570: 16,171-23,744 (+)
2425
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MGV-GENOME-0229579:16,171-23,227 (+)
capH (CDS_0031)

23 28 29 30 32

MGV-GENOME-0247476:16,418-26,314 (+)
endolysin (CDS_0031)
holin (CDS_0030)
29 [ | 32

MGV-GENOME-0250253: 17,393-26,751 (+)
endolysin (CDS_0026)
holin (CDS_0025)
24 | 27 28 2930

IMGVR_UViG_3300045988_125780|3300045988|Ga0495776_127326:15,434-25,514 (+)
endolysin (CDS_0028)
holin (CDS_0027) 36
26 | 29 30 31 32 33 34 35[37

MGV-GENOME-0266599:16,469-29,674 (+)

holin (CDS_0027) 35
26 28 29 30 31 32 33 3436

MGV-GENOME-0264773: 16,469-29,342 (+)
endolysin (CDS_0028)
holin (CDS_0027) 36
24 26 [ | 29 30 31 32 33 34 35[37
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uvig 64413:16,469-29,674 (+)

transcriptional repressor (CDS_0030)
minor head protein (CDS_0033)
holin (CDS_0026) minor head protein (CDS_0031) 40
25 27 28 29 | 32 34 35 36 37 38 3941
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MGV-GENOME-0335686: 16,469-34,847 (+)
transcriptional repressor (CDS_0026)
minor head protein (CDS_0029)
minor head protein (CDS_0027)
22 23 24 25 | 28 30 31 32 3334 35 36 37 38 39
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,314 (+)

holin (CDS_0032)
holin (CDS_0033)

amidase (CDS_0034) PDC-M69A WP_216276383.1 (CDS_0041)
31 | 35 36 3738 39 40 4243
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OTU_2004: 18,480-31,029 (+)

PD-Lambda-2_B_WP_186338929.1 (CDS_0032)
endolysin (CDS_0030) integrase (CDS_0038)
holin (CDS_0029) 36 capH (CDS_0043)
28 31 33 3435] 37 3940 41 42 44 46
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uvig_278637:17,483-32,837 (+)
PD-Lambda-2_B_WP_186338929.1 (CDS_0028)
endolysin (CDS_0026)
holin (CDS_0025) integrase (CDS_0029)
24 | 27 30 31 32 33 343536
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uvig_93730:16,161-29,657 (+)
25 29 30 exonuclease (CDS_0031)
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MGV-GENOME-0221692: 16,338-23,524 (+)
endolysin (CDS_0033)
holin (CDS_0032)
31 [ 34 35 36 37 383940 41 424344 5051
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IMGVR_UViG_3300029331_000006|3300029331|Ga0243780_100737:18,478-32,249 (+)
transcriptional regulator (CDS_0033)
holin (CDS_0032)
31 [ | 343536

uvig 458411 : 18,478-27,196 (+)
capH (CDS_0023)
21 22 24 2627 28 29

|

uvig_138788: 15,700-22,850 (+)
50

56 55 5453 52 51 Ta9 48 47 46 45 44

— ) L
ivig_3527:32,521-41,598 (-)

7000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcriptionregulation unknown function defence (PADLOC) tRNA
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