
IMGVR_UViG_3300023290_000234|3300023290|Ga0256628_100298|150-40753: 31,627-40,602 (+)

DNA polymerase (CDS_0044) DNA helicase (CDS_0045) 46 47 48 49 50 51 52

uvig_542423: 29,270-37,690 (+)

tRNA-Undet(NNN)
45

MGV-GENOME-0221692: 24,095-31,841 (+)

38 terminase small subunit (CDS_0039)

MGV-GENOME-0212240: 22,359-30,142 (+)

37

uvig_138788: 24,584-32,250 (+)

42

uvig_163050: 35,750-43,457 (+)

56

MGV-GENOME-0169651: 14,566-23,147 (+)

23 24

uvig_458411_: 28,373-36,705 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0046)
transcriptional regulator (CDS_0051)

52

uvig_93730: 31,263-39,576 (+)

51 52

IMGVR_UViG_3300045988_125780|3300045988|Ga0495776_127326: 27,120-36,745 (+)

44 PrrC__EcoprrI (CDS_0045) 46

OTU_2230: 31,849-39,970 (+)

52 53

uvig_175666: 25,964-35,018 (+)

37 38

OTU_2004: 32,662-41,002 (+); 1-5,630 (+)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

head morphogenesis (CDS_0003)
4 5 657 58

ivig_3527: 16,877-30,292 (-)

29

Minot_Diet_SRR5088943_NODE_55_length_41236_cov_10.216240: 31,238-41,234 (+)

40 exonuclease (CDS_0041) endonuclease (CDS_0045) 48

MGV-GENOME-0166434: 12,261-21,615 (+)

17 18 22

5000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) pseudogene


