nucleoside deoxyribosyltransferase (CDS_0138)
tRNA-Phe(GAA) 143 148 154
134 135 | 136 137 139 140 141 142 144 145 146 147 [149 150 151152 153 T155 156 157158 159 160

139
133 136 137 1§TEO 141 142 143 144 145 146 147 1

ABC transporter (CDS_0152)
150 160
143 147 148 149 | 151 153 154 155 156 157 158 159 T 161

N
MG\/—GENOMIE—IO3776%: 135,575—358,56:5 (+)
ABC transporter (CDS_0150)
148 158
144 145 146 147 | 149 151 152 153 154 155156 157 T 159

ABC transporter (CDS_0152)
150 160
146 147 148 149T151 153 154 155 156 157158 159 T 161

ABC transporter (CDS_0150)
148 158
142 144 145 146 1QT£19 151 152 153 154 155156 157 T 159

ABC transporter (CDS_0142)
140 150
136 137138 1:£T311 143 144 145 146 147148 149 T 151

MG\/—GENOME7057‘7598: 128,8‘;7*157.,0.0.3 (+)
ABC transporter (CDS_0148)
HEase_00029 homing (CDS_0137) 146 156
134 "] HEase_00002 homing (CDS_0138) 142 143 144 145 | 147 149 150 151 152 153154 155 T 157

MGV-GENOME-0377662: 132.312-159 791( )
114 124
110 111112 1137115 116 117 118 119 120 121122 123 T 125

ABC transporter (CDS_0147)
145 155
139 142 143 144 [ 146 148 149 150 151 152153 154 T 156

T} I L] II n 1
MGV-GENOME-0377764:136,768-159,896 (+)

ABC transporter (CDS_0116)
HEase_00002 homing (CDS_0105) 114 124
Tloé 108 109 110 111112 1137 115 117 118 119 120 121122 123 T 125

MG\/ GENOME 0375650: 112 303 136 757( )

HNH endonuclease (CDS_0148) ABC transporter (CDS_0153)
146 151 160
HNH endonuclease (CDS_0140) 145 [147 149 150 [ 152 154 155 156 157 158159 [161 162

]
Shkoporov_2019 SRR9 161520 NODE 2 \ength 175654 cov. 104.213042: 135,982-162,089 (+)
142 145
134 140 141 | 143 144 | 146 147

RNA-binding protein (CDS_0139) 141
137 138 | 140 T 142 146

N N
i L] [l
MGV-GENOME-0379105: 131,165-150,364 (+)
RM_Type_IV_Type_IV_05 (CDS_0142) ABC transporter (CDS_0150)

145 148
143 144 [ 146 147 ] 149 151 152 153 154

G -WCHIHII HEd—AAd CH——Da=@-a

MG\/ GENOME 0377922 140 537 160, 222( )
138 140 141 142 143 147 148 149 150 151

¢ K CRARCEC IR AR G———C a0 b 0

MGV- GENOME 0376977 132 819- 153 ,667 (+)

} 10000 nt {

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene
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