phosphoheptose isomerase (CDS_0053)
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MGV-GENOME-0373819:84,316-92,208 (+)
polynucleotide kinase 61

MGV-GENOME-0365925:34,139-42,031 (-)

MGV-GENOME-0375963:79,521-88,265 (+)
55 59 60 62 63

MGV-GENOME-0377922:83,381-92,400 (+)

MGV-GENOME-0377757:78,611-87,563 (+)

61 62 63
| E— 1 —
MGV-GENOME-0376977:78,838-88,417 (+)

64 65 66 69
| — N
MGV-GENOME-0378003:81,919-92,167 (+)

phosphoesterase (CDS_0062)

endonuclease (CDS_0061) 63 64
100y — [ —
Shkoporov_2019 _SRR9161520 NODE _2_length_175654 _cov_104.213042:79,819-89,526 (+)

61 62 63
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MGV-GENOME-0377669:81,423-91,134 (+)

Tad1 anti-Thoeris (AP1S024) (CDS_0064)
61 66 67

uvig_508681:80,910-88,722 (+)

4000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function anti-defence (dbAPIS)
I




