
MGV-GENOME-0377449: 77,669-89,483 (+)
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MGV-GENOME-0376472: 67,512-79,332 (+)
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MGV-GENOME-0377019: 75,198-85,822 (+)
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MGV-GENOME-0377611: 78,299-91,068 (+)
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MGV-GENOME-0375391: 57,859-69,318 (+)

PhoH-like phosphate starvation-inducible (CDS_0083)
84 85

MGV-GENOME-0375248: 61,452-69,685 (+)
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MGV-GENOME-0374291: 53,348-61,473 (+)

84

MGV-GENOME-0377181: 78,073-87,200 (+)
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MGV-GENOME-0376901: 71,408-82,793 (+)

PhoH-like phosphate starvation-inducible (CDS_0103)
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MGV-GENOME-0374948: 80,797-89,925 (+)
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MGV-GENOME-0376824: 71,548-83,905 (+)
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MGV-GENOME-0375902: 72,890-84,687 (+)
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MGV-GENOME-0377020: 72,467-84,247 (+)
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MGV-GENOME-0376845: 68,747-83,030 (+)
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MGV-GENOME-0377125: 74,611-89,760 (+)
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