
IMGVR_UViG_2554235090_000013|2554235090|2554255158|82-63390: 38,277-55,124 (+)
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IMGVR_UViG_2551306324_000008|2551306324|2551378849|561-62668: 38,277-53,923 (+)

36 37 38 39 40 UmuD-like protein (CDS_0041)

IMGVR_UViG_2667527781_000011|2667527781|2667564494|99113-162768: 38,833-55,471 (+)
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IMGVR_UViG_2551306285_000014|2551306285|2551372245|821-63407: 35,591-54,742 (+)
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IMGVR_UViG_2609460168_000003|2609460168|2609539321: 39,062-60,070 (+)
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IMGVR_UViG_2568526276_000006|2568526276|2568560704: 38,837-64,167 (+)
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45

transcriptional repressor (CDS_0046)
transcriptional regulator (CDS_0047)

CII-like regulator (CDS_0048)

49
50

51 52

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0053)
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IMGVR_UViG_2554235058_000003|2554235058|2554252199: 38,837-64,077 (+)
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RM_Type_II__Type_II_MTases_FAM_0 (CDS_0052)

replication initiation protein (CDS_0053)
DnaC-like helicase loader (CDS_0054)
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IMGVR_UViG_2886119803_000006|2886119803|2886119820|18-67517: 38,840-59,315 (+)
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IMGVR_UViG_2568526456_000004|2568526456|2568572849|60584-132826: 38,263-63,263 (+)
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IMGVR_UViG_2582580804_000007|2582580804|2582640529|23-63033: 38,837-54,826 (+)
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IMGVR_UViG_2582580832_000004|2582580832|2582647010|138180-214045: 38,837-69,648 (+)
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anti-CRISPR-Cas evasion by DNA repair (APIS154) (CDS_0043)
RecT-like ssDNA annealing protein (CDS_0044)
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