
TemPhD_cluster_18084: 33,100-37,404 (+)

MTase_II_00030 Type (CDS_0049)
50 51 52 53

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)
Holliday junction resolvase (CDS_0055)

56 57 58

TemPhD_cluster_32820: 29,133-37,918 (+)

transcriptional regulator (CDS_0041)
42 43

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0044)
RecT-like ssDNA annealing protein (CDS_0045)

DnaD-like helicase loader (CDS_0046) 49 50 51 52 53

TemPhD_cluster_36299: 29,608-38,813 (+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0044) RecT-like ssDNA annealing protein (CDS_0045) 49 50 51 53 54 55

TemPhD_cluster_25921: 29,291-37,738 (+)

42 48 49 50 57

TemPhD_cluster_61283: 28,246-36,859 (+)

41 48 49 50

TemPhD_cluster_33028: 28,546-37,604 (+)

50 51 52 53 transcriptional activator (CDS_0059)

TemPhD_cluster_19392: 29,845-39,105 (+)

42 48 49 50 51 52 53

TemPhD_cluster_27517: 29,448-38,777 (+)

48 49 50 51 52 53

TemPhD_cluster_29976: 28,992-37,811 (+)

48 49 50 51 52

TemPhD_cluster_32583: 32,393-38,727 (+)

49
host nuclease inhibitor (CDS_0050)

51 53 55 56 57 58 59
RNA-binding protein (CDS_0060)

61 62

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


