
IMGVR_UViG_2627854234_000002|2627854234|2627926844|2363320-2402166: 26,109-32,373 (+)

anti-SOS response (APIS178) (CDS_0035)
transcriptional regulator (CDS_0036)

37 38

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0039)

40 41
MTase_II_00030 Type (CDS_0042)

43

TemPhD_cluster_61575: 26,920-33,212 (+)

38 40

IMGVR_UViG_637000153_000002|637000153|637000124|2360714-2402366: 30,655-35,766 (+)

44 46 47 48
Mu Gam-like end protection (CDS_0049)

Erf-like ssDNA annealing protein (CDS_0050)

TemPhD_cluster_32583: 29,302-34,950 (+)

44 49
host nuclease inhibitor (CDS_0050)

51 53 54

TemPhD_cluster_33152: 25,714-33,769 (+)

40
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0041)

RecT-like ssDNA annealing protein (CDS_0042) 46 47 48

TemPhD_cluster_24773: 25,925-33,927 (+)

36
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0038)

RecT-like ssDNA annealing protein (CDS_0039)

TemPhD_cluster_43154: 25,392-33,373 (+)

38
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0039)

RecT-like ssDNA annealing protein (CDS_0040) 42 43 44 46

IMGVR_UViG_2713896876_000001|2713896876|2713924918|132896-169857: 24,697-33,087 (+)

35
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0036)

RecT-like ssDNA annealing protein (CDS_0037) 39 45 46 single strand DNA binding protein

TemPhD_cluster_19392: 26,714-35,034 (+)

DNA binding protein (CDS_0034)
Retron_VI__HTH (CDS_0035)

36 37 42
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0043)

RecT-like ssDNA annealing protein (CDS_0044)

TemPhD_cluster_27628: 27,134-37,216 (+)

44
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0045)

RecT-like ssDNA annealing protein (CDS_0046)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)

TemPhD_cluster_42714: 25,946-35,114 (+)

40

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0041)

RecT-like ssDNA annealing protein (CDS_0042)
DnaD-like helicase loader (CDS_0043)

44 DNA methyltransferase (CDS_0045)

TemPhD_cluster_26038: 27,089-35,611 (+)

DNA methyltransferase (CDS_0044)
host nuclease inhibitor (CDS_0045)

46

TemPhD_cluster_32326: 30,051-37,853 (+)

MADS__mad1 (CDS_0046)
host nuclease inhibitor (CDS_0051)

52

TemPhD_cluster_26109: 26,329-34,704 (+)

39 40 exonuclease (CDS_0041)
DnaD-like helicase loader (CDS_0042)

TemPhD_cluster_19421: 29,666-37,142 (+)

45 46 exonuclease (CDS_0047)
DnaD-like helicase loader (CDS_0048)

TemPhD_cluster_61150: 28,112-36,367 (+)

42 43 44 exonuclease (CDS_0045)
DnaD-like helicase loader (CDS_0046)

47 DNA methyltransferase (CDS_0048)

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


