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RNA polymerase beta subunit (CDS_0057)
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RNA-binding protein (CDS_0027)
letA_WP_225151863.1 (CDS_0021) MTase_lI_00030 Type (CDS_0025)
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3000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




