
uvig_309379: 8,719-12,965 (+)

23 24 25 26 27 28 29 30 31
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0032)

33

uvig_287099: 15,367-22,207 (-)

171819
tRNA-Ile(TAT)

23

RNA-binding protein (CDS_0024)

25
MTase_II_00030 Type (CDS_0026)
27

uvig_320152: 26,341-33,289 (-)

3536

MTase_II_00074 Type (CDS_0037)

38

tRNA splicing ligase RtcB (CDS_0039)

tRNA splicing ligase (CDS_0040)
41

uvig_330280: 26,561-35,329 (-)

3136PDC-S31_WP_063883643.1 (CDS_0037)

toxin-antitoxin system HicB-like (CDS_0038)

3940
MTase_II_00030 Type (CDS_0041)

4245

uvig_232054: 5,827-12,784 (+)

18 19 20 21 IetA_WP_225151863.1 (CDS_0022) 26 27 28 MTase_II_00030 Type (CDS_0029)

uvig_257717: 5,836-15,353 (+)

25
MTase_II_00030 Type (CDS_0026)

27

RNA-binding protein (CDS_0028)

29 30 31

SAMEA2737770_a1_ct106859_vs1: 35,504-42,936 (-)

47

RNA-binding protein (CDS_0048)

49
MTase_II_00030 Type (CDS_0050)

5153545758

uvig_135883: 5,105-11,950 (+)

16 18 24 25 26

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


