DEDDh_I_IL_II_IV_V_VI_1 (CDS_0046)
polynucleotide kinase (CDS_0048)
35 36 37 3839 40 41 42 43 44 DNA polymerase (CDS_0045) \ 47 thymidylate synthase (CDS_0049)

PO OO KK K

IMGVR_UViG_3300029880_000013|3300029880|Ga0245255_100522: 23,003-32,563 (+)
38 42 43

0 S O O O K \CE G G G

I
IMGVR_UViG_3300045988_175286|3300045988|Ga0495776_008819:22,904-32,519 (+)
34 40 42 43

DD XK KK K X S G S—

I
IMGVR_UViG_3300045988_175447|3300045988|Ga0495776_000846:22,692-32,735 (+)
28 29 3435 38 39 polynucleotide kinase

DDA K K ]

I
IMGVR_UViG_3300045988_171912|3300045988|Ga0495776_028174:19,734-29,113 (+)
42 43 44 45 DNA polymerase (CDS_0047) DNA polymerase (CDS_0048)

39
PO X K TR -AEK K K K K1
SRS016095_al ct16909:22,710-33,257 (+)
37 38 39 endonuclease (CDS_0042)

DELT XK O 1K 8 § K \C G S

uvig 382257:19,132-30,014 (+)

44 45

PO OO KK K K C X 4

SAMNO6164533 a1l ct10581: 24,274-34,084 (+)
32 33 3637

DO C HEO—aEEK 3 K K K X |

IMGVR_UVIG_3300045988_164462|3300045988|Ga0495776 018698:19,734-29,613 (+)
37
uvig_156872:20,876-31,405 (+)
36 40

DO O K K K N O (S | |

IMGVR_UViG_3300045988_164024|3300045988|Ga0495776_010408: 22,147-31,887 (+)
44.45 46 47

0 0 I o O O 0 3 O O € 3 K K K X |

IMGVR_UViG_3300045988_163023|3300045988|Ga0495776_000293: 23,294-33,549 (+)

endonuclease (CDS_0044)
39 41 DNA polymerase (CDS_0043) DNA polymerase (CDS_0045) 50

DO L KK 3 { X G G G ¢ 1

IMGVR_UViG_3300045988_167043|3300045988|Ga0495776_012225:25,588-36,410 (+)
39 40 41

DELOC K KK 8 § K N O S S

MGV-GENOME-0319257:25,379-35,827 (+)
26 27 28 34 35 363738 39 40

O EOPh—< HO-CHERCOAC KK 8 N S R —

[]
MGV-GENOME-0310875:18,621-31,176 (+)
34 35 363738 39 40

COH L AHAOPD— KK O KK 3 NG S S —

-
uvig 478326: 18,621-31,176 (+)
43 44 45

IMGVR_UViG_3300045988_179877|3300045988|Ga0495776_130384:26,424-36,197 (+)

t 5000 nt i

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) tRNA
N I




