baseplate wedge subunit (CDS_0019) gpCom control of modification (CDS_0025)

tail fiber assembly protein (CDS_0023) transcriptional repressor (CDS_0030)
baseplate wedge subunit (CDS_0021) tail length tape measure protein (CDS_0028)
baseplate hub (CDS_0017) tail fiber protein (CDS_0022) anti-RM (APIS111) (CDS_0026) transcriptional repressor (CDS_0029) DNA transposition protein (CDS_0032)
baseplatehub 18 | 20 \ ftail fiber protein (CDS_0024) minor tail protein (CDS_0027) \ 31 Kil protein for bacterial septation inhibition (CDS_0033)

e
IMGVR_UViG_2606217105_000003|2606217105|2606217903: 13,528-27,941 (+)
polymyxin_MCR5-NCBIFAM MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (CDS_0027)

gpCom control of modification (CDS_0025)
tail fiber chaperone (CDS_0023) abc1 anti-RecBCD (AP1S006) (CDS_0032)
tail fiber protein (CDS_0022) 24 31 T host nuclease inhibitor (CDS_0033)
I S B S ) —"; S S—— ) W ey NN N v, ¥/~

IMGVR_UViG_2563366983 000010|2563366983|2563400534(8227-42207:13,521-27,788 (+)
transcriptional repressor (CDS_0025)
transcriptional represso%DS_0024) DNA transposition protein (CDS_0027)
tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0023) \ 26 30

| [
IMGVR_UViG_2600255186_000013|2600255186|2600302126|44416-77555:13,483-26,783 (+)
gpCom control of modification (CDS_0025)
tail fiber protein (CDS_0022) 23 24 27 31

E
|

IMGVR_UViG_2906144441_000004|2906144441|2906144473|44278-77016:13,709-27,181 (+)
transcriptional repressor (CDS_0026)
tail fiber assembly protein (CDS_0023)  transcriptional repressorﬁZDS_OOZS) DNA transposition protein (CDS_0028)
tail fiber protein (CDS_0022) —r tail fiber protein (CDS_0024) \ 27 gnarl2 O-antigen-based barrier (APIS019) (CDS_0030)

IMGVR_UViG_2802429246_000017|2802429246|2802451637|26501-59874:13,556-27,150 (+)
transcriptional repressor (CDS_0028)
transcriptional repressorTCDS_OO27)
tail fiber protein (CDS_0025) |
tail fiber assembly protein (CDS_0023) tail fiber protein (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0024) | T | | 29 DNA transposition protein (CDS_0030)

) ) e e E—
IMGVR_UViG_3300029042_000248|3300029042|Ga0169701_100023|57491-91334: 13,540-27,762 (+)

gpCom control of modification (CDS_0026)
transcriptional repressor (CDS_0029)
tail fiber assembly protein (CDS_0023) tail fiber protein (CDS_0025)
tail fiber protein (CDS_0022) —r tail fiber protein (CDS_0024) transériptional repressor (CDS_0028) 30

IMGVR_UViG_2802429245_000015|2802429245|2802451558|12647-47793:13,556-27,348 (+)
gpCom control of modification (CDS_0026)
transcriptional repressor (CDS_0029)
transcriptional represso%DS_OOZS)
tail fiber assembly protein (CDS_0023) tail fiber protein (CDS_0025) DNA transposition protein (CDS_0031)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0024) FbpABC (VF0272) (CDS_0027) 30 36 3738 39

>
,

IMGVR _UVIG_2740892422 000002|2740892422|2740983112: 13,495-30,815 (+)
gpCom control of modification (CDS_0025)
tail fiber protein (CDS_0024)
tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0023) \ 27 28 transcriptional repressor (CDS_0029)
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tail fiber protein (CDS_0024)
tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0023) gpCom control of modification (CDS_0025)
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gpCom control of modification (CDS_0026)
tail fiber protein (CDS_0022) 23 24 tail fiber protein (CDS_0025) 28 29

- (+)
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gpCom control of modification (CDS_0026)
tail fiber protein (CDS_0022) 23 24 tail fiber protein (CDS_0025)

IMGVR_UViG_2737471863 000001|2737471863|2737501927|124758-158452: 13,470-27,796 (+)
gpCom control of modification (CDS_0025)
tail fiber protein (CDS_0024)

tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0023) \ transposase (CDS_0027)
e e e S I N S —
IMGVR_UVIG_2731957942_000004|2731957942|2732027459|175696-211482: 13,471-28,139 (+)

tail fiber chaperone (CDS_0023)
tail fiber protein (CDS_0522) gpCom control of modification (CDS_0025)
baseplate hub (CDS_0015) baseplate wedge subunit (CDS_0020) 21 tail fiber protein (655_0024)

Ma_2019_SRR413571 NODE _329_length_34123 cov_44.501497:12,264-26,509 (+)
tail fiber chaperone (CDS_0024)
tail fiber protein (CDS_0026)

tail fiber protein (CDS_0023) 25 27 28
I
IMGVR_UViG_2526164649_000022|2526164649|2526182439(162665-197471:14,800-24,390 (+)
tail fiber chaperone (CDS_0024)
tail fiber protein (CDS_0026) transposase (CDS_0031)
tail fiber protein (CDS_0023) 25 27 28 30 T 32 33 DNA transposition protein (CDS_0035)
S S, S S O S, W, F g N Oy W, 5,6, G O W N_—
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tail fiber chaperone (CDS_0022)
tail fiber protein (CDS_0021) 23 tail fiber protein (CDS_0024)
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tail fiber chaperone (CDS_0022)
tail fiber protein (CDS_0021) 23 tail fiber protein (CDS_0024)
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IMGVR_UViG_2872158770_000009|2872158770|2872158770|3377881-3411212: 13,473-26,668 (+)
tail fiber chaperone (CDS_0022)
tail fiber protein (CDS_0021) 23 tail fiber protein (CDS_0024)

IMGVR_UViG_2874968258 000005|2874968258|2874968258|2532939-2567091: 13,473-27,106 (+)
tail fiber protein (CDS_0024)
tail fiber protein (CDS_0021) 22 23 gpCom control of modification (CDS_0025)

IMGVR_UViG_2778261222_000001|2778261222|2778291375|10230-43845: 13,485-26,705 (+)
tail collar protein (CDS_0023)
tail fiber protein (CDS_0021) 22 DNA invertase (CDS_0024)
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tail fiber assembly protein (CDS_0022)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0021) \ tail collar fiber protein (CDS_0024)
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MGV-GENOME-0246045: 14,024-20,554 (+)
tail fiber protein (CDS_0021) 22 23 24

|
IMGVR_UViG_2924896205_000008|2924896205|2924896205|3314688-3358763: 14,021-20,371 (+)

tail fiber protein (CDS_0021) 22

uvig_578945:14,036-19,940 (+)
tail fiber assembly protein (CDS_0023)
tail fiber assembly (CDS_0022)
tail fiber protein (CDS_0021) | virion structural protein (CDS_0024)

uvig_318678:14,006-20,696 (+)
tail fiber assembly protein (CDS_0022)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0021) tail collar fiber protein (CDS_0024)

SAMNO00998656_al ct19836 vs1:14,006-20,696 (+)
tail fiber protein (CDS_0021) 22 23 integrase (CDS_0024)

IMGVR_UViG_2579778919_000010(2579778919|2579831176|8650-45328:14,024-21,057 (+)
tail fiber assembly protein (CDS_0023)
tail fiber assembly pro@n (CDS_0022)
tail fiber protein (CDS_0021) | | 24 tail fiber protein (CDS_0025)

uvig_396994: 14,006-20,670 (+)
tail fiber assembly protein (CDS_0022)
tail fiber protein (CDS_0023)
tail fiber protein (CDS_0021) \ 25 26 27 28 transcriptional repressor (CDS_0029)

SAMNO05827167_al_ct7105 vs1:14,036-27,221 (+)
6000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
I L] |

unknown function virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




