gpCom control of modification (CDS_0025)
E’anscriptional repressor (CDS_0029)
anti-RM (APIS111) (CDS_0026) Kil protein for bacterial septation inhibition (CDS_0032)
tail fiber protein (CDS_0021) tail fiber protein (CDS_0024) abc1 anti-RecBCD (APIS006) (CDS_0035)
tail fiber protein (CDS_0023) DNA transposition protein (CDS 0031)

19 20 22 | ‘ 27 28 30 | 3334 | host nuclease inhibitor (CDS_0036)
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IMGVR_UViG_2925825570_000001|2925825570|2925825570|712807-748459: 15,590-29,781 (+)
transcriptional repressor (CDS_0029)
tail fiber protein (CDS_0024) 28 T 30 DNA transposition protein (CDS_0031)

S S _— | SS— N _——
IMGVR _UViG_2711768053_.000014(2711768053|2711778317|302565-338889: 15,607-29,667 (+)
transcriptional repressor (CDS_0029)
transcriptional repressor (CDS_0028)
transposase (CDS_B@W \ 30 DNA transposition protein (CDS_0031)
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IMGVR_UVIG_2731957942_000004|2731957942|2732027459|175696-211482: 15,507-29,724 (+)
transcriptional repressor (CDS_0041)
transcriptional repressgr (CDS_0040)
DNA transposition protein (CDS_0043)

baseplate wedge subunit ABC transporter (CDS_0028) 29 30 31 32 33 34 35 36 37 38 39 \ 42
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1
uvig 592898:15,511-42,252 (+)
transcriptional repressor (CDS_0033)

transcriptional repressor (CDS_0032)
ABC transporter (CDS_0028) 29 30 31 \ 34 DNA transposition protein (CDS_0035)
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SAMNO09781742_al_ct250800_vs1: 15,511-32,708 (+)
transcriptional repressor (CDS_0030)
transcriptional repressgr (CDS_0029)
DNA transposition protein (CDS_0032)
31 gnarl2 O-antigen-based barrier (APIS019) (CDS_0034)

28
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IMGVR _UViG_2778261544_000009|2778261544|2778321953[148373-183996: 15,568-30,042 (+)
transcriptional repressor (CDS_0030)

tail length tape measure protein (CDS_0028)
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transcriptional repressor (CDS_0029)

tail fiber assembly protein (CDS_0023) DNA transposition protein (CDS_0032)
baseplate wedge subunit (CDS_0019) minor tail protein (CDS_0027) 38
tail fiber protein (CDS_0024) | | 31 37139 40

] I —
IMGVR_UViG_2606217105_000003|2606217105|2606217903: 15,149-30,817 (+)
polymyxin_MCR5-NCBIFAM MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (CDS_0027)

28 DNA transposition protein (CDS_0029)
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IMGVR_UVIG_2563366983_000010|2563366983|2563400534(8227-42207:15,142-29,512 (+)
transcriptional repressor (CDS_0030)
24 28 29 | 31 DNA transposition protein (CDS_0032)
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IMGVR_UViG_2648501437_000030|2648501437|2648529253|58737-94603: 15,511-31,696 (+)
28 29 DNA transposition protein (CDS_0030)
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IMGVR_UVIG_2737471863_000001|2737471863|2737501927|124758-158452: 15,506-29,524 (+)

late transcriptional activator (CDS_0035)
tail fiber protein (CDS_0022) DNA transposition protein (CDS_0029)
23 24 27 28 31 33 36 endolysin (CDS_0037)
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IMGVR_UViG_2906144441_000004|2906144441|2906144473|44278-77016:15,339-29,862 (+)

tail fiber protein (CDS_0024)
tail fiber protein (CDS_0021) transcriptional repressor (CDS_0026)
23 \ 27 DNA transposition protein (CDS_0028)
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IMGVR_UViG_2874968258_000005|2874968258|2874968258|2532939-2567091: 15,067-27,649 (+)

tail fiber chaperone (CDS_0022)
tail length tape measure protein (CDS_0015) tail fiber protein (CDS_0025)
baseplate hub (CDS_0016) tail fiber protein (CDS_0021)
| 17 18 | 23 24 27 DNA transposition protein (CDS_0028)
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IMGVR_UVIG_2874945390_000012|2874945390|2874945390(2179961-2213342:10,404-26,821 (+)
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anti-defence (dbAPIS) AMR (AMRFinderPlus)




