
uvig_454997: 7,336-18,652 (+)

11 12 13 14 15 16 17 18 19

holin (CDS_0020)
endolysin (CDS_0021)

22 23

IMGVR_UViG_3300029365_000514|3300029365|Ga0243866_1000249|38388-65174: 7,336-19,973 (+)

16 17 18 22 23 24 25

uvig_221641: 7,342-19,657 (+)

16 17 18 transposase (CDS_0019) transcriptional repressor (CDS_0024)

MGV-GENOME-0218734: 10,002-19,914 (+)

16 17 18 19 20 25

uvig_374687: 10,002-19,915 (+)

17 18 19 20 21

uvig_564781: 9,998-20,214 (+)

17 18 19 20

uvig_546997: 10,003-20,277 (+)

18 19 20 21

uvig_573443: 9,995-20,431 (+)

17 18 19 20

uvig_77512: 9,976-21,184 (+)

17 18 19 20 25 26

SAMN09781775_a1_ct97488_vs1: 9,982-19,658 (+)

17 18 19

MGV-GENOME-0210052: 9,999-18,006 (+)

17 18

uvig_589234: 9,982-18,798 (+)

17 18 19 20 21

SAMN09781764_a1_ct137029_vs1: 9,993-19,976 (+)

17 18 19 20

IMGVR_UViG_3300045988_043081|3300045988|Ga0495776_033339: 7,334-18,620 (+)

16 17 18

MGV-GENOME-0218835: 7,334-18,620 (+)

16 17 18

SAMN09781723_a1_ct1420: 12,237-21,544 (+)

17 18 transposase (CDS_0021) 25 26 27

5000 nt

integration and excision lysis tail transcription regulation unknown function


