anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0041)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)
oMTase_00015 orphan (CDS_0043)
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phosphofructokinase (CDS_0038)
36 41 42 phosphoadenosine phosphosulfate reductase (CDS_0043)
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DNA methyltransferase (CDS_0039)
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phosphoadenosine phosphosulfate reductase (CDS_0036) 37
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3000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)
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