
MGV-GENOME-0230351: 27,109-33,382 (+)

DNA replication initiation
40

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0041)

42 43 44 45 46 DruM2_00001 DNA (CDS_0047) 48 49 50
HNH endonuclease (CDS_0051)

terminase small subunit (CDS_0052)

SAMN05414985_a1_ct15957: 27,643-32,997 (+)

45 46 DruM2_00001 DNA (CDS_0047)

MGV-GENOME-0184771: 19,980-25,402 (+)

38 39
DruM2_00001 DNA (CDS_0040)

41

IMGVR_UViG_3300045988_077219|3300045988|Ga0495776_001249: 27,737-33,110 (+); 1-1,731 (+)

145 46 DruM2_00001 DNA (CDS_0047)

MGV-GENOME-0198491: 22,641-27,711 (+)

38 39 40 Mom-like DNA modification protein (CDS_0041)

SRS019178_a1_ct20548_vs01: 25,217-31,492 (+)

43 44 45 46 48

IMGVR_UViG_3300045988_046192|3300045988|Ga0495776_010876: 25,201-31,087 (+); 1-2,918 (+)

242 43 44 45 47

SAMN09781785_a1_ct113523_vs1: 26,586-33,501 (+)

43 44 48

ParB-like partition nuclease (CDS_0049)
queuine tRNA-ribosyltransferase (CDS_0050)

51

IMGVR_UViG_3300045988_069620|3300045988|Ga0495776_004164: 26,287-31,819 (+); 1-1,731 (+)

42 45
oMTase_00015 orphan (CDS_0046)

47 48

IMGVR_UViG_3300045988_050241|3300045988|Ga0495776_182635: 26,757-32,288 (+)

42
oMTase_00015 orphan (CDS_0043)

44 45

MGV-GENOME-0249765: 25,985-32,288 (+)

DNA replication initiation (CDS_0035)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)

42
oMTase_00015 orphan (CDS_0043)

44 45

SAMEA3951685_b1_ct4: 23,558-31,129 (+)

36
phosphofructokinase (CDS_0038)

41 42 phosphoadenosine phosphosulfate reductase (CDS_0043)

IMGVR_UViG_3300007793_000037|3300007793|Ga0105888_100994: 26,422-33,311 (+)

42 43 44 45 46

SRS042690_a1_ct22419_vs01: 27,128-33,171 (+)

42 43 44 45 46

IMGVR_UViG_3300045988_042831|3300045988|Ga0495776_076400: 22,046-28,902 (+); 1-1,731 (+)

36 37 38
DNA methyltransferase (CDS_0039)

41 44

uvig_551878: 22,123-28,431 (+)

phosphoadenosine phosphosulfate reductase (CDS_0036) 37
DNA methyltransferase (CDS_0038)

40

Shkoporov_2019_SRR9161538_NODE_17_length_33015_cov_64.947998: 26,983-33,014 (+)

40 46 47 48 49

3000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)


