
SAMEA2737684_a1_ct231197_vs1: 9,963-18,921 (+)

13 minor head protein (CDS_0014) 15 16 17 18 endolysin (CDS_0019) 20 21 terminase small subunit (CDS_0022)

MGV-GENOME-0140125: 10,234-19,295 (+)

17 endolysin (CDS_0018) 19 20

MGV-GENOME-0132980: 10,199-18,512 (+)

tail length tape measure protein 18 amidase (CDS_0019) 20 21

MGV-GENOME-0118614: 10,203-17,124 (+)

17

MGV-GENOME-0149333: 10,218-19,052 (+)

17 amidase (CDS_0018)
ParB-like partition protein (CDS_0019)

queuine tRNA-ribosyltransferase (CDS_0020)

21

SRS149784_a1_ct111507_vs1: 10,211-20,224 (+)

18
endolysin (CDS_0019)

20 21

retron_type_VI_hth_cluster2_1 (CDS_0022)

23 24

MGV-GENOME-0147864: 10,036-20,215 (+)

17 amidase (CDS_0018) 19 20 21 22HNH endonuclease (CDS_0023)

MGV-GENOME-0130332: 10,204-18,230 (+)

17 18 19 20 HNH endonuclease (CDS_0021)

MGV-GENOME-0156134: 10,007-21,303 (+)

16 17 20
amidase (CDS_0021)

22 23 24 25 26

IMGVR_UViG_3300023502_000280|3300023502|Ga0257054_100009|176875-209267: 10,210-22,990 (+)

18 amidase (CDS_0019) 20 21 22 23 24 25 26

MGV-GENOME-0218885: 10,218-21,601 (+)

17 amidase (CDS_0018) 19 retron_type_VI_hth_cluster2_1 (CDS_0021)

Shkoporov_2019_SRR9161538_NODE_17_length_33015_cov_64.947998: 10,197-21,046 (+)

18 19
endolysin (CDS_0020)

21 22

retron_type_VI_hth_cluster2_1 (CDS_0023)

24

SAMN05414985_a1_ct15957: 10,195-23,512 (+)

17 amidase (CDS_0018) 19 20 21
retron_type_VI_hth_cluster2_1 (CDS_0022)

23 26 27
capH (CDS_0028)

29 30 31

IMGVR_UViG_3300029495_000017|3300029495|Ga0244015_1000741: 10,206-22,132 (+)

18 19
endolysin (CDS_0020)

anti-CRISPR-Cas (AcrVA2) (CDS_0023)

IMGVR_UViG_3300029489_000012|3300029489|Ga0244014_1000649: 10,206-21,603 (+)

18 19

uvig_453170: 10,206-17,772 (+)

18 19

uvig_538875: 7,686-20,955 (+)

12 13 18 19

IMGVR_UViG_3300029056_000017|3300029056|Ga0169699_100646: 10,205-21,266 (+)

17 19 20 22

uvig_117860: 10,205-21,321 (+)

17

MGV-GENOME-0219811: 9,963-21,486 (+)

18 20

MGV-GENOME-0111644: 10,197-16,534 (+)

endolysin (CDS_0018)
19 20

uvig_199291: 10,200-23,338 (+)

tail fiber protein (CDS_0018)
amidase (CDS_0019)

20 21

retron_type_VI_hth_cluster2_1 (CDS_0022)

23 24 25
retron_type_VI_hth_cluster2_1 (CDS_0026)

27 28

IMGVR_UViG_3300029745_000024|3300029745|Ga0245251_100989: 10,200-21,189 (+)

18 amidase (CDS_0019) 20 21
retron_type_VI_hth_cluster2_1 (CDS_0022)

23 24

IMGVR_UViG_3300045988_069620|3300045988|Ga0495776_004164: 10,200-20,081 (+)

18 amidase (CDS_0019) 20 21

MGV-GENOME-0230351: 10,204-21,174 (+)

17 18
endolysin (CDS_0019)

20 21

retron_type_VI_hth_cluster2_1 (CDS_0022)

23

SRS143523_a1_ct21119_vs01: 10,199-21,053 (+)

18 amidase (CDS_0019) 20 21 22 23

IMGVR_UViG_3300007360_000386|3300007360|Ga0104766_1000065|65175-98103: 10,199-25,156 (+)

18 amidase (CDS_0019) 20 21 22 23 24 27 28
capH (CDS_0029)

30 31

uvig_246916: 10,253-22,177 (+)

18
amidase (CDS_0019)

20 21 22 30

SAMN09781785_a1_ct113523_vs1: 10,212-22,668 (+)

amidase (CDS_0017)
18

retron_type_VI_hth_cluster2_1 (CDS_0019)
anti-CRISPR-Cas (AcrVA2) (CDS_0020)

21 22

MGV-GENOME-0249765: 10,211-23,401 (+)

18 19 20 22 DNA polymerase (CDS_0023)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


