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IMGVR_UViG_3300029395_000008|3300029395|Ga0243972_100511: 16,869-39,038 (+)

28 29 30 31 32 33 34 35
36

37 38 39
AbiD__AbiD (CDS_0040)

radical SAM domain protein (CDS_0041)
PD-Lambda-5__PD-Lambda-5_A (CDS_0042)

43 50

uvig_131131: 18,071-32,515 (+)

30
31

32

endolysin (CDS_0033)

34
tRNA-Arg(ACG)

35 3637 38 39 40

uvig_570334: 17,741-28,744 (+)

30
Capsule (VF0274) (CDS_0031)

32 33

uvig_253496: 21,963-34,626 (+)

36 37 38
SoFic__SoFic (CDS_0039)

40 41

retron_type_VI_hth_cluster2_1 (CDS_0044)
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IMGVR_UViG_3300006252_000032|3300006252|Ga0099396_100180: 15,415-34,835 (+)

26

Capsule (VF0274) (CDS_0027)

28
endolysin (CDS_0029)

30 31 32 33
Retron_VI__HTH (CDS_0034)

35 36 3738
integrase (CDS_0039)

40 41

uvig_363381: 15,424-37,006 (+)

26 27 28 29 30 31 32 33 34
35

36 37 38
SoFic__SoFic (CDS_0039)

40 41
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