
uvig_135182: 25,666-32,075 (+)

35 36
retron_type_VI_hth_cluster2_1 (CDS_0037)

38 39 mads_3 (CDS_0040)
Sak4-like ssDNA annealing protein (CDS_0041)

42 43

uvig_463629: 18,813-28,625 (+)

baseplate wedge subunit

baseplate wedge subunit (CDS_0028)
tail protein (CDS_0029)

tail fiber protein (CDS_0030)
retron_type_VI_hth_cluster2_1 (CDS_0033)

34

uvig_308813: 32,426-38,837 (+)

retron_type_VI_hth_cluster2_1 (CDS_0045)
46 48

uvig_465174: 29,391-35,802 (+)

retron_type_VI_hth_cluster2_1 (CDS_0039)
40

uvig_253496: 29,797-38,449 (+)

retron_type_VI_hth_cluster2_1 (CDS_0044)
45 47 DNA primase (CDS_0051)

uvig_248773: 26,126-35,658 (+)

34 35 37 38 43

uvig_235004: 30,703-40,874 (+)

40 41 42 43
anti-SOS response (APIS178) (CDS_0044)

45 46

uvig_291026: 29,865-38,754 (+)

41 42 43 44 45 46

IMGVR_UViG_3300029376_000333|3300029376|Ga0243980_1000202|18159-62814: 31,719-40,907 (+)

46 47 49

IMGVR_UViG_3300006476_000308|3300006476|Ga0100233_100242|27706-73621: 31,931-42,000 (+)

42 43 44 46 47

uvig_78063: 28,874-36,565 (+)

37 38

IMGVR_UViG_3300008077_000447|3300008077|Ga0105964_1000012|147657-193321: 31,200-41,827 (+)

41 42 43 44 45 46 47 48

4000 nt

DNA, RNA and nucleotide metabolism tail transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


