
MGV-GENOME-0263856: 29,631-34,666 (+)

RusA-like Holliday junction resolvase (CDS_0045)
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MGV-GENOME-0169855: 17,921-22,523 (+)
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MGV-GENOME-0246209: 31,111-36,125 (+)
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MGV-GENOME-0174455: 18,645-23,837 (+)

DnaD-like helicase loader
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IMGVR_UViG_3300029747_000313|3300029747|Ga0245228_100085|6759-42603: 29,624-35,844 (+)
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host nuclease inhibitor (CDS_0050)
virion structural protein (CDS_0051)
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MGV-GENOME-0187129: 19,839-25,786 (+)
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host nuclease inhibitor (CDS_0039)

virion structural protein (CDS_0040) 41

uvig_248241: 32,297-38,320 (+)
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RM_Type_II__Type_II_MTases_FAM_3 (CDS_0054)
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ParB-like partition protein (CDS_0061)

MTase_II_00015 Type (CDS_0062)

uvig_77820: 27,225-32,876 (+)

45 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0046)

2000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


