RT_III-AM_III-B_2 (CDS_0020)
endolysin (CDS_0026)
21 22232425 27 28 29 30 31 32 33 34 35
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IMGVR_UViG_3300045988 141921|3300045988|Ga0495776_127481:18,174-25,948 (+)

endolysin (CDS_0026)
25 27 28 29 30 31
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| |
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MGV-GENOME-0246209: 17,983-25,886 (+)
endolysin (CDS_0026)
25 27 28 29 30 31 32 33

N — [ &g - ® . J N ____________§§ | ;3§ |°]
uvig 179088:18,179-30,184 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (CDS_0031)
endolysin (CDS_0026)
25 27 28 29 30 32 3334 35

I

|

S

\
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uvig_128249:18,179-29,014 (+)
endolysin (CDS_0026)
25 27 28 29 30 31

IMGVR_UViG_ 3300007356 000234|33000O7356\GaO104763 100350|2-37616:17,986-26,782 (+)
endolysin (CDS_0026)
25 27 28 29 3031

MGV-GENOME- 0251978 17,986-25,667 (+)

endolysin (CDS_0026)
25 27 28 29 30

IMGVR_UViG_3300045988_120813|3300045988|Ga0495776_042694:17,986-25,602 (+)

endolysin (CDS_0026)
25 27 28 29 30 31 32 33

uvig_364994:17,986-27,630 (+)
structural protein with Ig domain (CDS_0032)

endolysin (CDS_0026) transposase (CDS_0034)
25 27 28 29 30 31 33 35
. B S — I ;@ | ;g | |

I N BN S—
SRS016954 a1l ct27849 vs1:17,986-32,488 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (CDS_0031)
endolysin (CDS_0026)
25 27 28 29 30 32 33 34 35 36 37 38

I
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uvig_162543:17,977-32,895 (+)
endolysin (CDS_0026)
25 27 28 29 30 31 32 33 34 35 36 37

uvig 223621:17,983-32 212( )
metal-dependent phosphohydrolase (CDS_0027)
25 peptidase (CDS_0026) 28 29

IMGVR_UViG_3300045988_149070|3300045988|Ga0495776_171367:18,179-26,842 (+)
5000 nt {
head and packaging integration and excision lysis other unknown function defence (DefenseFinder) AMR (AMRFinderPlus)
N




