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11 12

13 14 15 16 17 18 19 20 21 22 2324 25 26 27

MGV-GENOME-0269967:7,433-20,488 (+)

SAMN11031435_a1_ct18888_vs1:7,377-19,855 (+)

SRS075987_al _ct5714:7,377-20,323 (+)

OTU_3215:7,377-19,692 (+)

SRS147140_a1_ct3181:7,377-20,030 (+)

OTU_3157:7,378-20,199 (+)

SAMEA2738077_b1_ct4:7,373-20,112 (+)

SAMEA2737949_b1_ct4:7,477-20,295 (+)

SRS014530_a1_ct1569 vs1:7,378-19,784 (+)

MGV-GENOME-0274028:7,378-20,932 (+)

SRS100027_a1_ct13595:7,462-20,245 (+)

MGV-GENOME-0264683:7,518-19,163 (+)

Kang_0057_STOO1_N_NODE_78_length_33752_cov_14.434312:7,379-20,101 (+)

Norman_44 NODE_1_length_38167_cov_330.242128:7,394-19,431 (+)

MGV-GENOME-0259431:7,394-19,285 (+)

MGV-GENOME-0264159:7,394-20,245 (+)
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SRS056327_al ct11535:15,176-19,996 (+)
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SAMEA2738139 b1 ct1:15,280-22,318 (+)
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uvig_458781 :15,490-22,485 (+)

t 5000 nt !
lysis tail unknown function

— L] N

16 17 18

16 17 18 19 20

16 17 18

16 17 18
. N EEEN BN N S N S
16 17 18
L} ;N ;N ] NN BN BN DN S NN S
16 17 18 22

12 13 17 18 19 20 24
R — — .1
11 16 17 21
e R —— N E— — 5 |
11 12 16 17 18 19 20 21 22 27 29

17 18 19 20

12

17

16 1718 19 23 24

12 1617
| I R BN DN BN S D BN B
16 1718 19

29 30



