major tail protein (CDS_0006)
endolysin (CDS_0008)
7 9 tail length tape measure protein (CDS_0010) 11 12 13 14 15

e E—
MGV-GENOME-0274028: 5,281-16,162 (+)
11 12 16 1718 19 20

e ——
Kang_0057_STOO1_N_NODE_78_length_33752_cov_14.434312:5,281-17,645 (+)
11 12 17 19 20

e E—
SRS056327_al ct11535:5,305-17,664 (+)
11 12

s E— —————— —— I — | ]
Norman_44_NODE_1_length_38167_cov_330.242128:5,305-17,319 (+)

11 12
e, R E— T S N S U B S VU Y
MGV-GENOME-0259431:5,305-17,312 (+)

11 12 16

S E—
MGV-GENOME-0264159: 5,305-17,635 (+)
11 12 17 18 20

T E—
uvig 458781 _:5,308-18,031 (+)

11 12
I R BB WV
MGV-GENOME-0242812:5,307-17,678 (+)
11 12 17
e ! N S —— N I
SRS014530_al _ct1569 vs1:5,308-17,763 (+)
5 8 endolysin (CDS_0009) 12 13 18 19

- ———————————————————— —————— ——————————————— —— W
SRS100027_al ct13595:4,966-17,912 (+)

12 13 19

- —— r ———————————————— —————————— ——————————— —— ]
SAMEA2737949 b1 ct4:4,993-17,882 (+)

12 13

I
MGV-GENOME-0264683:5,023-17,311 (+)
12 13

- —  _ _ _— ————————————————————— ———————————— —— ] W} ]
SAMEA2738139_b1 ct1:4,975-17,465 (+)

12 13

T —————————————————
MGV-GENOME-0263737:4,975-17,823 (+)
t 5000 nt !
lysis tail unknown function
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