
SAMEA2738077_b1_ct4: 17,223-24,006 (+)

19 20 21 22 23 24 25 26 27 28 29 30 31 32 33

SRS014530_a1_ct1569_vs1: 17,218-23,371 (+)

21 25

MGV-GENOME-0274028: 18,384-24,984 (+)

27 30 35

SAMEA2738139_b1_ct1: 17,250-23,901 (+)

21 22 25 27 28

MGV-GENOME-0263737: 15,978-23,546 (+)

16 17 18 19 24 25

SRS100027_a1_ct13595: 15,977-23,036 (+)

17 18 19 20 24 25 28

MGV-GENOME-0264683: 15,623-21,844 (+)

holin (CDS_0015) 21

Kang_0057_ST001_N_NODE_78_length_33752_cov_14.434312: 15,882-22,458 (+)

17 19 23 24

SAMEA2737949_b1_ct4: 15,956-22,604 (+)

24 25

3000 nt

lysis unknown function


