
IMGVR_UViG_3300045988_068137|3300045988|Ga0495776_113040: 31,932-39,120 (+)

41 42 43 44 45 46 47 48 49 50 51 52 53 54 55

MGV-GENOME-0303801: 21,337-28,721 (+)

26 29 33 34 35

uvig_67844: 27,786-37,076 (+)

37 38 44 45 46 47

uvig_339640: 36,170-42,220 (+)

46 47

phosphoheptose isomerase (CDS_0048)
MTase_II_00048 Type (CDS_0049)

50 51

MGV-GENOME-0313708: 29,297-35,267 (+)

38 42

uvig_84211: 6,291-12,140 (+)

11 MTase_II_00048 Type (CDS_0013) 15

uvig_401230: 41,946-48,078 (+)

53

DNA methyltransferase (CDS_0054)
DNA methyltransferase (CDS_0055)

DNA methyltransferase (CDS_0058)

MGV-GENOME-0245355: 10,557-18,730 (+)

16 22 23 radical SAM domain protein (CDS_0024)

MGV-GENOME-0309607: 18,948-24,496 (+)

25 27

MGV-GENOME-0311175: 20,580-26,396 (+)

27

DNA methyltransferase (CDS_0029)
MTase_II_00048 Type (CDS_0030)

32

MGV-GENOME-0264414: 17,838-23,472 (+)

DNA methyltransferase (CDS_0027)
MTase_II_00048 Type (CDS_0028) 30

uvig_181762: 32,275-37,907 (+)

MTase_II_00048 Type (CDS_0044)

MGV-GENOME-0278497: 16,189-22,007 (+)

MTase_II_00048 Type (CDS_0027)

uvig_151414: 14,507-20,225 (-)

29MTase_II_00048 Type (CDS_0031)

MGV-GENOME-0303372: 20,812-26,533 (+)

33

uvig_18872: 356-8,909 (+)

8
phosphoheptose isomerase (CDS_0009)

MTase_II_00048 Type (CDS_0010)

uvig_505303: 11,613-19,555 (+)

14 19 20

MGV-GENOME-0308116: 24,927-32,868 (+)

37 38

MGV-GENOME-0305754: 25,101-33,307 (+)

44 45

uvig_184199: 29,645-38,117 (+)

phosphoadenosine phosphosulfate reductase (CDS_0044) 45

uvig_339483: 53,082-61,865 (+)

70 71

IMGVR_UViG_3300045988_076430|3300045988|Ga0495776_183808: 27,781-36,304 (+)

42 43

MGV-GENOME-0212941: 7,189-15,661 (+)

17 18

MGV-GENOME-0318521: 29,492-37,183 (+)

44 45

uvig_249723: 32,438-40,852 (+)

47
phosphoheptose isomerase (CDS_0048)

MTase_II_00048 Type (CDS_0049)

uvig_251388: 54,796-63,292 (-)

radical SAM domain protein (CDS_0080)81

uvig_256548: 31,885-40,381 (+)

52 radical SAM domain protein (CDS_0053)

uvig_250700: 44,116-54,313 (-)

radical SAM domain protein (CDS_0069)707172

uvig_164181: 25,741-35,068 (+)

35 36

uvig_243918: 36,633-42,918 (+)

MTase_II_00048 Type (CDS_0052)

MGV-GENOME-0275359: 15,533-21,819 (+)

DNA methyltransferase (CDS_0026)MTase_II_00048 Type (CDS_0029)

IMGVR_UViG_3300045988_185807|3300045988|Ga0495776_156193|92-52204: 29,393-35,866 (+)

MTase_II_00048 Type (CDS_0045)

uvig_206950: 37,743-44,215 (+)

DNA methyltransferase (CDS_0049) DNA methyltransferase (CDS_0053)

MGV-GENOME-0316194: 29,439-35,718 (+)

MTase_II_00048 Type (CDS_0042)

uvig_50350: 29,856-37,074 (+)

37 MTase_II_00048 Type (CDS_0044)

uvig_92197: 34,004-40,505 (+)

50 radical SAM domain protein (CDS_0052)

uvig_62031: 14,543-21,161 (-)

31
DNA methyltransferase (CDS_0032)

33

uvig_281651: 6,728-13,488 (+)

DNA methyltransferase (CDS_0015) 16

IMGVR_UViG_3300045988_058819|3300045988|Ga0495776_151682: 30,614-37,190 (+)

DNA methyltransferase (CDS_0043) 44

uvig_244294: 36,385-43,358 (+)

50 51

uvig_99197: 15,070-21,833 (-)

34
DNA methyltransferase (CDS_0035)

DNA methyltransferase (CDS_0036)

MGV-GENOME-0320250: 30,152-36,913 (+)

DNA methyltransferase (CDS_0043)
DNA methyltransferase (CDS_0044)

45

uvig_329623: 12,502-18,343 (-)

2930

uvig_198190: 29,931-38,555 (+)

phosphoadenosine phosphosulfate reductase (CDS_0043)
44

uvig_569864: 29,249-37,607 (+)

40
DNA methyltransferase (CDS_0045)

46

MGV-GENOME-0329775: 30,038-37,266 (+)

DNA methyltransferase (CDS_0044)
45

MGV-GENOME-0276994: 18,252-24,584 (+)

DNA methyltransferase (CDS_0030)
MTase_II_00048 Type (CDS_0031)

uvig_157352: 4,504-11,735 (+)

tRNA-Undet(NNN)
DNA methyltransferase (CDS_0015)

MTase_II_00048 Type (CDS_0016)

IMGVR_UViG_3300045988_086724|3300045988|Ga0495776_114358: 25,839-35,065 (+)

31 transposase (CDS_0032) DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0039)

40

uvig_102335: 25,434-33,270 (+)

30
DNA methyltransferase (CDS_0036)

37

MGV-GENOME-0340513: 31,571-40,060 (+)

DNA methyltransferase (CDS_0045)
46

MGV-GENOME-0325463: 28,315-36,797 (+)

DNA methyltransferase (CDS_0042) 43

IMGVR_UViG_3300045988_081952|3300045988|Ga0495776_177044: 28,364-37,057 (+)

44 45

IMGVR_UViG_3300045988_087248|3300045988|Ga0495776_164199: 28,069-36,609 (+)

40 41
DNA methyltransferase (CDS_0043)

44

MGV-GENOME-0341484: 27,883-36,479 (+)

41

DNA methyltransferase (CDS_0042)
DNA methyltransferase (CDS_0043)

44

uvig_383649: 33,797-42,281 (+)

46 47 DNA methyltransferase (CDS_0052)
DNA methyltransferase (CDS_0053)

54

MGV-GENOME-0342302: 26,516-34,546 (+)

41 42

MGV-GENOME-0306255: 23,006-30,718 (+)

36 37

IMGVR_UViG_3300045988_050713|3300045988|Ga0495776_188120: 28,241-36,387 (+)

43
DNA methyltransferase (CDS_0044)

45

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) pseudogene


