
IMGVR_UViG_3300045988_058819|3300045988|Ga0495776_151682: 20,998-31,952 (+)

25 26 27

RT_III-AM_III-B_2 (CDS_0028)

29 30 31
transposase (CDS_0032)

33 3435 36 37
38

39 40

MGV-GENOME-0336692: 21,346-33,333 (+)

transposase (CDS_0032)
33

DNA binding protein (CDS_0034)

39

uvig_129318: 21,430-37,080 (+)

29

transposase (CDS_0033)

34 35
tRNA-Gly(GCC)

tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (CDS_0036)
tet_ABC_46_B-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit B (NF000475.1) (CDS_0037)

DNA binding protein (CDS_0038)
41

uvig_229256: 21,346-32,887 (+)

endolysin (CDS_0029)
transposase (CDS_0032)

DNA binding protein (CDS_0033)

Han_2018_ERR1398172_NODE_204_length_56053_cov_11.357370: 21,343-34,175 (+)

endolysin (CDS_0030)
transposase (CDS_0033)

34

DNA binding protein (CDS_0035)

40

uvig_474129: 21,435-36,761 (+)

transposase (CDS_0033)
34 35 DNA binding protein (CDS_0036)

uvig_243918: 20,995-37,025 (+)

transposase (CDS_0033)
DNA topoisomerase II (CDS_0034)

35 36 37 DNA binding protein (CDS_0038)

uvig_294312: 20,917-39,274 (+)

transposase (CDS_0032)
DNA topoisomerase II (CDS_0033)

34 35 36 DNA binding protein (CDS_0037)

uvig_383133: 20,893-32,435 (+)

RT_III-AM_III-B_2 (CDS_0028)
transposase (CDS_0033)

DNA binding protein (CDS_0034)

uvig_560389: 21,322-35,608 (+)

transposase (CDS_0033)
34 DNA binding protein (CDS_0035)

uvig_236780: 20,908-33,368 (+)

transposase (CDS_0033)
34 35

DNA binding protein (CDS_0036)

MGV-GENOME-0320576: 20,908-33,186 (+)

transposase (CDS_0033)
34 DNA binding protein (CDS_0035)

uvig_233157: 20,884-34,022 (+)

transposase (CDS_0032)
33 34 DNA binding protein (CDS_0035)

uvig_339640: 21,486-36,562 (+)

transposase (CDS_0032)
33 34

metallo-phosphoesterase (CDS_0035)
DNA binding protein (CDS_0036)

42

IMGVR_UViG_3300045988_093933|3300045988|Ga0495776_130288: 21,488-33,682 (+)

transposase (CDS_0032)
33

34

uvig_165577: 21,343-36,128 (+)

transposase (CDS_0032)
33 34 DNA binding protein (CDS_0035)

uvig_144778: 21,053-35,091 (+)

transposase (CDS_0032)
33 34 35DNA binding protein (CDS_0036)

MGV-GENOME-0324483: 21,053-34,745 (+)

transposase (CDS_0032)
33 34DNA binding protein (CDS_0035)

IMGVR_UViG_3300045988_062553|3300045988|Ga0495776_164092: 21,346-33,533 (+)

transposase (CDS_0033)
3435

uvig_247927: 20,999-34,752 (+)

transposase (CDS_0033)
34 DNA binding protein (CDS_0035)

IMGVR_UViG_3300045988_050713|3300045988|Ga0495776_188120: 20,998-31,300 (+)

transposase (CDS_0033)
34

35

uvig_463689: 21,347-33,337 (+)

transposase (CDS_0033)
34 35 DNA binding protein (CDS_0036)

uvig_320682: 20,917-32,446 (+)

transposase (CDS_0033)
DNA binding protein (CDS_0034)

ivig_2347: 21,343-34,067 (+)

transposase (CDS_0033)
34 DNA binding protein (CDS_0035)

IMGVR_UViG_2849848790_000004|2849848790|2849848801|188839-244204: 21,343-33,634 (+)

transposase (CDS_0033)

RuvC-like Holliday junction resolvase (CDS_0034)
DNA binding protein (CDS_0035)

uvig_467507: 21,433-34,199 (+)

transposase (CDS_0033)
34

radical SAM domain-containing protein (CDS_0035)

DNA binding protein (CDS_0036)

uvig_249723: 20,995-35,611 (+)

transposase (CDS_0033)
34

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0035)

36 DNA binding protein (CDS_0037)

uvig_238964: 20,998-36,348 (+)

transposase (CDS_0032)

33 34
AdsA (VF0422) (CDS_0035)

36 37DNA binding protein (CDS_0038)

MGV-GENOME-0326126: 20,998-33,789 (+)

transposase (CDS_0032)
33 34DNA binding protein (CDS_0035)

uvig_206950: 21,318-38,135 (+)

transposase (CDS_0033)
34

Sigma M (VF0822) (CDS_0035)

36 37

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0038)

39 DNA binding protein (CDS_0040)

uvig_554874: 21,319-39,336 (+)

transposase (CDS_0032)
33 34

PDC-S10_WP_152022085.1 (CDS_0035)

36 37 38 DNA binding protein (CDS_0039)

IMGVR_UViG_3300029934_000070|3300029934|Ga0169760_100235: 21,347-37,185 (+)

transposase (CDS_0032)

clamp loader of DNA polymerase (CDS_0033)

3435
chaperonin groEL (CDS_0036)

37 38

uvig_242530: 21,343-41,771 (+)

transposase (CDS_0033)
34 35

HNH endonuclease (CDS_0036)

ATPase (CDS_0037)

NifU-like Fe-S cluster assembly protein (CDS_0038)
DndA_00001 DndA (CDS_0039)

40
41

42 DNA binding protein (CDS_0043)

uvig_189892: 20,884-41,920 (+)

transposase (CDS_0032)
33 34 35 36

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0037)

38 39 DNA binding protein (CDS_0040)

MGV-GENOME-0340513: 21,322-35,159 (+)

transposase (CDS_0032)

tet_protect-NCBIFAM tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0033)

34 35
DNA binding protein (CDS_0036)

41 43

uvig_50350: 20,695-31,727 (+)

24 DpdF_00010 DpdF (CDS_0031)
DNA binding protein (CDS_0032)

uvig_465344: 21,346-39,755 (+)

transposase (CDS_0033)
34

radical SAM domain-containing protein (CDS_0035)

36 37 38 39
40

41DNA binding protein (CDS_0042)

uvig_244294: 21,445-37,723 (+)

transposase (CDS_0033)
34 35 36 37

ThsC2_00001 HIT (CDS_0038)

39 40 DNA binding protein (CDS_0041)

uvig_67295: 21,485-37,557 (+)

transposase (CDS_0032)

translation elongation factor (CDS_0033)

Serine protease (VF1055) (CDS_0034)
35

DNA binding protein (CDS_0036)

39 40

uvig_569864: 21,319-32,368 (+)

transposase (CDS_0032)

33

DNA binding protein (CDS_0034)

36
kinase (CDS_0037)

39 40

IMGVR_UViG_3300029323_000163|3300029323|Ga0243332_100046|61045-115232: 20,430-30,093 (+)

23

RT_III-AM_III-B_2 (CDS_0028)

29
transposase (CDS_0032)

DNA binding protein (CDS_0033)

MGV-GENOME-0342302: 19,995-28,572 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

IMGVR_UViG_3300045988_068316|3300045988|Ga0495776_169049: 20,344-30,941 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

30

MGV-GENOME-0341484: 20,322-30,250 (+)

RT_III-AM_III-B_2 (CDS_0028)
29 30

MGV-GENOME-0320680: 20,344-30,471 (+)

28

RT_III-AM_III-B_2 (CDS_0029)
30

31

MGV-GENOME-0318521: 19,882-29,827 (+)

28
RT_III-AM_III-B_2 (CDS_0029)

30

IMGVR_UViG_3300045988_051252|3300045988|Ga0495776_149982: 20,343-30,248 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

30

MGV-GENOME-0329815: 20,317-30,324 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

30

IMGVR_UViG_3300045988_032007|3300045988|Ga0495776_112953: 19,993-30,020 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

IMGVR_UViG_3300045988_035109|3300045988|Ga0495776_093837: 20,430-30,375 (+)

RT_III-AM_III-B_2 (CDS_0028)
endolysin (CDS_0029)

uvig_109414: 20,347-30,296 (+)

RT_III-AM_III-B_2 (CDS_0028)
endolysin (CDS_0029)

IMGVR_UViG_3300045988_081062|3300045988|Ga0495776_157453: 20,316-30,088 (+)

RT_III-AM_III-B_2 (CDS_0028)

29
endolysin (CDS_0030)

MGV-GENOME-0327477: 20,432-30,481 (+)

RT_III-AM_III-B_2 (CDS_0028)

29
endolysin (CDS_0030)

IMGVR_UViG_3300029251_000020|3300029251|Ga0167475_100447: 19,362-29,957 (+)

baseplate protein (CDS_0022)
RT_III-AM_III-B_2 (CDS_0027)

endolysin (CDS_0028)

SAMN09781775_a1_ct10884: 20,418-30,117 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

30 31

uvig_238254: 20,998-36,182 (+)

transposase (CDS_0033)
34 35 36 37

DNA binding protein (CDS_0038)

43

IMGVR_UViG_3300045988_075675|3300045988|Ga0495776_056373: 20,998-36,182 (+)

transposase (CDS_0033)
34 35 36 37

38

MGV-GENOME-0327202: 20,998-36,182 (+)

26
transposase (CDS_0033)

34 35 36 37 DNA binding protein (CDS_0038)

uvig_401230: 20,998-42,338 (+)

transposase (CDS_0033)
34 35 36 37 38 39 40

LOS (VF0326) (CDS_0041)
42 43 DNA binding protein (CDS_0044)

uvig_199662: 20,969-35,424 (+)

transposase (CDS_0033)
34 35 3637 38 DNA binding protein (CDS_0039)

uvig_249818: 20,995-47,170 (+)

transposase (CDS_0033)
34 35 36 37 38 39 40 41 42 43

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0044)
45 DNA binding protein (CDS_0046)

uvig_229456: 20,998-45,229 (+)

transposase (CDS_0032)

translation initiation factor (CDS_0033)

34
3536

Michele_2B_hits_grouped (CDS_0037)

38 39 40 41
Streptococcal lipoprotein rotamase A (VF1047) (CDS_0042)

43 44 DNA helicase (CDS_0045)
DNA binding protein (CDS_0046)

uvig_33316: 20,702-40,206 (+)

30
transposase (CDS_0032)

33 34 35 36 37 38 DNA binding protein (CDS_0039)

uvig_34557: 21,150-45,996 (+)

transposase (CDS_0032)

33
34

35
36

37 38 39
40

41 42

transcriptional repressor (CDS_0043)

44 45 46 47 48 49 50 DNA binding protein (CDS_0051)

MGV-GENOME-0341119: 21,150-40,049 (+)

transposase (CDS_0033)

34 35
36

37
38

39 40 41
42

43 44

transcriptional repressor (CDS_0045)

46
47

48
DNA binding protein (CDS_0049)

uvig_383649: 21,320-37,386 (+)

transposase (CDS_0032)
33

Retron__RT_Tot_10 (CDS_0034)

35 36 37

transcriptional repressor (CDS_0038)

39
40

41

DNA binding protein (CDS_0042)

46

uvig_184199: 20,316-29,989 (+)

RT_III-AM_III-B_2 (CDS_0028)

29
endolysin (CDS_0030)

34 35

uvig_194305: 20,909-47,770 (+)

transposase (CDS_0032)
33 34 35 36

nucleotide-sugar epimerase (CDS_0037)

38 39
ABC transporter (VF0818) (CDS_0040)

ABC transporter (VF0818) (CDS_0041)

42 43
44

45

NEase_II_00007 Type (CDS_0046)
clamp loader of DNA polymerase (CDS_0047)

Fur (VF0113) (CDS_0048)
DNA binding protein (CDS_0049)

uvig_190992: 20,885-52,428 (+)

28 transposase (CDS_0033)
integrase (CDS_0034)

35

MazEF__MazF (CDS_0036)

37 38 39 40 41 42 43
PDC-S07_WP_110056698.1 (CDS_0044)

45 46 47 48 49 50 51 52
transcriptional regulator (CDS_0053)

54 55 56 DNA binding protein (CDS_0057)

SAMEA2737784_b1_ct87_vs2: 21,333-37,582 (+)

33
PDC-M48B_WP_084275724.1 (CDS_0034)

35 36 37 38
39

40

41

42

MGV-GENOME-0330571: 21,333-35,189 (+)

33 34 35 36
37

38

39

40

uvig_132448: 21,333-39,455 (+)

33 34 35 36 37 38 39
40

41

42

43

uvig_256548: 21,333-34,857 (+)

33 34 35 36
37

38

39

40

IMGVR_UViG_3300045988_068137|3300045988|Ga0495776_113040: 20,782-35,204 (+)

31 32 33 34
35

36
37

uvig_339483: 20,914-56,353 (+)

33 34

transposase (CDS_0035)

36
37

38 39 40 41 42 43 44
ABC transporter (CDS_0045)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0046)

47 48

DNA repair protein (CDS_0049)

50 51 52 53 5455
56

57

58

uvig_249105: 19,908-40,486 (+)

RT_III-AM_III-B_2 (CDS_0028)
29

30 31 32 33 34
35

36 37 38 39 40 41 DNA binding protein (CDS_0042)

uvig_250700: 1-7,530 (-)

DnaD-like helicase loader (CDS_0001)
DS-15__DS-15A (CDS_0002)

ParB-like partition protein (CDS_0003)

4

uvig_402668: 1-6,173 (-)

DnaD-like helicase loader (CDS_0001)2

uvig_251388: 1-18,359 (-)

DnaD-like helicase loader (CDS_0001)
DS-15__DS-15A (CDS_0002)

ParB-like partition protein (CDS_0003)

4567

PDC-M10A_WP_227054025.1 (CDS_0008)
PDC-M10B_WP_205449755.1 (CDS_0009)

101112
tail protein (CDS_0013)

1415

10000 nt
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