baseplate wedge subunit anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0030)
baseplate protein (CDS_0022) Hoc-like head decoration (CDS_0027) ParB-like partition protein (CDS_0033)
23 24 25 26 28 29 31 32 34 35 terminase small subunit (CDS_0036)
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MGV-GENOME-0201261:17,641-28,192 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0029)
ParB-like partition protein (CDS_0032)

ParB-like partition protein (CDS_0031)
27 28 | 30 \ 33
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MGV-GENOME-0193201: 17,642-26,782 (+)

anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0030)
ParB-like partition protein (CDS_0033)

27 28 29 31 32 34
I R I S N S I R —

MGV-GENOME-0200857: 17,642-28,114 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0033)
Holliday junction resolvase (CDS_0029) ParB-like partition Froteln (CDS_0036)

ParB Ilke partltlon rotein (CDS 0035)
26 27 28 30 31 32
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MGV-GENOME-0212732:17,670-30,234 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0031)
Holliday junction resolvase (CDS_0027) ParB-like partition protein (CDS_0034)
ParB-like partition protein (CDS_0033)
26 28 29 30 | 32 | 35
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MGV-GENOME-0201390: 17,666-28,216 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)
Holliday junction resolvase (CDS_0035) ParB-like partition protein (CDS_0043)
27 28 2930 31 32 33 34 3637 38 39 41 42 44

I —— — S S E— . —— —
MGV-GENOME-0230360: 17,641-33,384 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)
Holliday junction resolvase (CDS_0035) ParB-like partition protein (CDS_0043)
27 28 29 30 31 32 33 34 3637 38 39 41 42 44
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MGV-GENOME-0230984: 17,641-33,514 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0038)
ParB-like partition protein (CDS_0041)
Holliday junction resolvase (CDS_0032) ParB-like partition protein %CDS 0040)
27 28 29 3031 3334 35 36 37 | 39 42
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MGV-GENOME-0218848: 17,665-31,358 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0037)
Holliday junction resolvase (CDS_0031)  ParB-like partition protein (CDS_0039)
25 26 27 28 2930 323334 35 36 | 38 40 41

MGV-GENOME-0218844: 17,665-31,357 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0038)
baseplate wedge subunit (CDS_0020) Holliday junction resolvase (CDS_0033) ParB-like partition protein (CDS_0041)
23 6 27 28 29 30 3132 34 35 36 37 39 40 42
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MGV-GENOME-0224373: 16,486-32,288 (+)
anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0038)
Holliday junction resolvase (CDS_0033) ParB-like partition protein (CDS_0041)
26 27 28 29 30 3132 34 35 36 37 39 40 42

|
|
{

MGV-GENOME-0223397: 17,667-32,129 (+)
ParB-like partition protein (CDS_0029)

26 28

MGV-GENOME-0188315:17,667-25,973 (+)

—
holin (CDS_0033)

amidase (CDS_0035)
Hoc-like head decoration (CDS_0028) 29 30 31 32 34 36 37

MGV-GENOME-0216462: 17 641-29,520 (+)
holin (CDS_0032)
Hoc-like head decoration (CDS_0027) 28 29 30 31 33 34

MGV-GENOME-0196416:17,641-27,335 (+)

holin (CDS_0033) ParB-like partition protein (CDS_0037)
amidase (CDS_0035) ParB-like partition protein (CDS_0038)
Hoc-like head decoration (CDS_0028) 29 30 31 32 34 36 \ 39

MGV-GENOME-0217671:17,636-31,143 (+)
holin (CDS_0033) ParB-like partition protein (CDS_0038)
28 29 30 31 32 34 35 36 37 39

MGV-GENOME-0221615:17,641-31,827 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0040)
Holliday junction resolvase (CDS_0035)
holin (CDS_0032) ParB-like partition protein (CDS_0043)
27 28 29 30 31 | 33 34 3637 38 39 41 42 44
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MGV-GENOME-0230968:17,642-33,510 (+)
RT_III-AM_III-B_2 (CDS_0026) holin (CDS_0033)
27 28 29 30 31 32 34amidase (CDS_0035)

MGV-GENOME-0195360: 16,455-27,150 (+)
holin (CDS_0032)
Hoc-like head decoration (CDS_0027) amidase (CDS_0034)
26 28 29 30 31 33
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MGV-GENOME-0197864: 16,454-27,596 (+ )
ParB-like partition protein (CDS_0032)
holin (CDS_0031)

28 29 30 | |
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MGV-GENOME-0210204: 17,670-28,715 (+)
holin (CDS_0031)
Hoc-like head decoration (CDS_0026) 27 28 29 30 32

MGV-GENOME-4400499: 17,670-28,034 (+)
Hoc-like head decoration (CDS_0026) 27 28 29 30 holin (CDS_0031)
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MGV-GENOME-0278295:17,667-27,639 (+)

holin (CDS_0031)
26 27 28 29 30 32

MGV-GENOME-0200706: 17,667-27,155 (+)

ParB-like partition protein (CDS_0034)
ParB-like partition protein (CDS_0033)
holin (CDS_0032) ‘

26 27 28 29 30 31 35

|

i
.
%

MGV-GENOME-0214783:17,670-29,601 (+)
6000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function defence (DefenseFinder) anti-defence (dbAPIS)
I — L]




