DNA binding protein (CDS_0072)
RNA ligase and tail fiber protein attachment catalyst (CDS_0068) endonuclease (CDS_0073) RecJ-like ssDNA exonuclease (CDS_0075)
dUTPase (CDS_0067) 69 70 recD_IV-D_1(CDS_0071) DNA polymerase (CDS_0074) 76 77 78 79
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IMGVR_UViG_3300030379 OOO155|3300030379\Ga0167483 1000038:42,229-60,081 (+)
endonuclease (CDS_0132)
DNA binding protein (CDS_0133) DNA polymerase (CDS_0131)

IMGVR_UViG_3300029567. OOOOO1|3300029567\(330244886 100038: 109,748-127,600 (-)
52 51 50

MG\/ GENOME-0379557: 54, 128 72,107 (-)
endonuclease (CDS_0224)
DNA binding protein (CDS_0223, DNA polymerase (CDS_0225)

IMGVR_UViG_3300045988 170107|3300045988\Ga0495776 060586:139,734-157,742 (+)
endonuclease (CDS_0061)
DNA polymerase (CDS_0062) 60
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IMGVR_UViG_3300045988_164860|3300045988|Ga0495776_060563: 63,958-82,242 (-)

homing endonuclease (CDS_0031)
25 DNA binding protein (CDS_0030) DNA polymerase (CDS_0032) 35 36 39
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SAMN03418272  al ct3916:15; 480 35,227 (+)
DNA polymerase (CDS_0204)
205 DNA polymerase (CDS_0206) endonuclease (CDS_0210)

T
IMGVR _UViG_3300013382_000004|3300013382|Ga0116618_100007: 133,205-152 910( )
HEase_00004 homing (CDS_0067)

70 69 68 66
1 e I I 1 Y I D S
MGV-GENOME-0379602: 68,215-87,900 ()
64 61 56
T . I — I I B S
MGV-GENOME-0379612: 65,928-82,065 ()
F 7000 nt i

DNA, RNA and nucleotide metabolism tail unknown function defence (DefenseFinder) defence (PADLOC)
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