homing endonuclease (CDS_0172)
DNA?gpair exonuclease (CDS_0175)

ClpP (VF0074) (CDS_0176)
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162 T164 165 166 167 tail length tape measure protein (CDS_0168) 169 170 171
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IMGVR_UViG_3300029230_000001|3300029230|Ga0168685_100029: 104,392-134,627 (+)
55 54 53 52 51 50 45 homing endonuclease (CDS_0044)
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MGV-GENOME-0379602: 37,114-69,162 (-)

119 118 tail length tape measure protein (CDS_0117) 116 115 114

IMGVR_UViG_3300029567_000001|3300029567|Ga0244886_100038: 79,180-109,692 (-)
38 37 36 35 34 33
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MGV-GENOME-0379557:23,762-54,072 (-)
HNH endonuclease (CDS_0223) tail length tape measure protein (CDS_0225) 233

222 224 [ 226227 228 232 [homing endonuclease (CDS_0234)

% ¥ —1 T ——— N S N W s W W E— .
IMGVR_UViG_3300013382_000004|3300013382|Ga0116618_100007: 154,099-185,938 (+)

tail length tape measure protein (CDS_0237) 238 239 240 homing endonuclease (CDS_0243) 248 249

I
IMGVR_UViG_3300045988 170107|3300045988|Ga0495776_060586:160,653-191,154 (+)
homing endonuclease (CDS_0087)

tail length tape measure protein (CDS_0086) 88 89 90 91 ClpP (VFO074) (CDS_0095)
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IMGVR UViG_3300030379_000155|3300030379|Ga0167483_1000038: 60,137-92,676 (+)
122 homing endonuclease (CDS_0121) 120 119 118 117
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MG\/ GENOME-0379549:82,440-114,979 (-)
31 homing endonuclease (CDS_0030) 29 28 27 26 21

I Y 5t
MGV GENOME-0378362: 16,798-50,537 (-)

homing endonuclease (CDS_0046)
55 49 48  tail length tape measure protein (CDS_0047) 45 44 43 42

\MGVR UV|G 3300045988 _164860[3300045988|Ga0495776_060563:30,126-64,977 (-)

homing endonuclease (CDS_0191)
192 tail length tape measure protein (CDS_0190) 189 188 187 186

L} D ] LI |
Rampelli_10018 NODE 1 length 218757 _cov_8.380943:123,990-156,370 (-)
HNH endonuclease (CDS_0218)
211 212 213 217  taillength tape measure protein (CDS_0219) 220 221222 223 224

IMGVR_UViG_3300045988_162176|3300045988|Ga0495776_011117:132,951-168,175 (+)
HNH endonuclease (CDS_0048)
47 tail length tape measure protein (CDS_0049) 50 5|52 58 54

SAMNO3418272 al ct3916: 34280 69,501 (+)
10000 nt |
DNA, RNA and nucleotide metabolism tail unknown function virulence (VFDB)
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