231
219 220 221 222 223 224 225 226 227 228 229 230 | 232 233 234 235

IMGVR_UViG_3300030379 OOO155|3300030379\(330167483 1000038 182 278 191,899 (+)
258 257 256 255 254 253 252

MGV-GENOME- 0379549 195,682-205,303 (-)
261 260 259 258 257 256 255

N
w
o

I — S S S — S E——— R S— E—
IMGVR_UViG_3300029567_000001|3300029567|Ga0244886_100038: 193,474-202,555 (-)

189 187 186 185 184 Cas14u CAS-V-F; (CDS_0183)

uvig_327136:151,650-160; 444( )
162 161 160 154 153 152 151 150 149 148 147 142

<

GV-GENOME-0377344:116,959-129, 694( )
133 132 131 127 126 123

[N
w
w

—— . I I — I S S E— E—
GV-GENOME-0371667:72,732-86,475 (-)

<

68 69 70 71 72 73 74 75 76

GVR_UViG_3300045988_162176|3300045988|Ga0495776_011117:39,720-47,914 (+)
181 185
179180 | 182183184 | 186 187 189

<
<

SAMNO3418272 a1 ct3916:154,355-162,811 (+)
130
132131 | 129 128 127 126 121

MGV-GENOME-0377460:83,191-93,619 (-)
22
16 17 19 20 21T23 24 25 26 31 32

IMGVR_UViG_3300029230_000001|3300029230|Ga0168685_100029: 10,339-18,009 (+)
5000 nt i
unknown function defence (PADLOC)




