
MGV-GENOME-0193628: 20,695-26,860 (+)

27 28 29 30 31
holin (CDS_0032)

33 34 35 36

MGV-GENOME-0183426: 20,301-25,194 (+)

31
endolysin (CDS_0032)

33

MGV-GENOME-0186414: 20,301-25,666 (+)

28 32 33 34 35

MGV-GENOME-0177404: 16,217-21,794 (+)

UG3 (CDS_0022) 28 endolysin (CDS_0029)

MGV-GENOME-0251806: 21,831-31,627 (+)

31 33

Control_protein_00002 control (CDS_0034)
retron_type_VI_hth_cluster2_1 (CDS_0035)

transposase (CDS_0036)
37 38 39 40 41 42 43

MGV-GENOME-0219654: 21,872-31,497 (+)

32 34

Control_protein_00002 control (CDS_0035)
retron_type_VI_hth_cluster2_1 (CDS_0036)

transposase (CDS_0037) 38 39 40 41

MGV-GENOME-4382874: 16,965-23,594 (+)

31

Control_protein_00002 control (CDS_0032)
retron_type_VI_hth_cluster2_1 (CDS_0033)

transposase (CDS_0034) 35 36 37

MGV-GENOME-0174994: 18,134-23,867 (+)

32
retron_type_VI_hth_cluster2_1 (CDS_0033)

transposase (CDS_0034)

MGV-GENOME-0210535: 21,873-29,839 (+)

33

Control_protein_00002 control (CDS_0034)
retron_type_VI_hth_cluster2_1 (CDS_0035)

transposase (CDS_0036) 37 38 39 40

MGV-GENOME-0189427: 20,911-26,158 (+)

35

Control_protein_00002 control (CDS_0036)
retron_type_VI_hth_cluster2_1 (CDS_0037)

transposase (CDS_0038)

MGV-GENOME-0191362: 20,872-26,468 (+)

28 29 35

Control_protein_00002 control (CDS_0036)
retron_type_VI_hth_cluster2_1 (CDS_0037)

transposase (CDS_0038)39

MGV-GENOME-0213148: 21,906-30,317 (+)

33

Control_protein_00002 control (CDS_0034)
retron_type_VI_hth_cluster2_1 (CDS_0035)

transposase (CDS_0036)

DNA binding protein (CDS_0037)
SspD_00001 SspD (CDS_0038)

39 40 41

MGV-GENOME-0212487: 21,201-29,963 (+)

33

Control_protein_00002 control (CDS_0034)
retron_type_VI_hth_cluster2_1 (CDS_0035)

transposase (CDS_0036)

DNA binding protein (CDS_0037)
SspD_00001 SspD (CDS_0038)

39 40 41

MGV-GENOME-0174714: 15,001-23,872 (+)

27
Control_protein_00002 control (CDS_0028)

retron_type_VI_hth_cluster2_1 (CDS_0029)

transposase (CDS_0030)
DNA binding protein (CDS_0031)

32 33 34 35 36

uvig_537077: 23,186-29,842 (+)

37
Control_protein_00002 control (CDS_0038)

retron_type_VI_hth_cluster2_1 (CDS_0039)

transposase (CDS_0040)
DNA binding protein (CDS_0041)

42 43 44

MGV-GENOME-0200967: 21,727-28,080 (+)

34
Control_protein_00002 control (CDS_0035)

retron_type_VI_hth_cluster2_1 (CDS_0036)

transposase (CDS_0037)
DNA binding protein (CDS_0038)

39 40

MGV-GENOME-0202187: 22,189-28,362 (+)

34
Control_protein_00002 control (CDS_0035)

retron_type_VI_hth_cluster2_1 (CDS_0036)

transposase (CDS_0037)
DNA binding protein (CDS_0038)

39 40

MGV-GENOME-0183346: 2-7,283 (-)

123
DNA binding protein (CDS_0004)

transposase (CDS_0005)

retron_type_VI_hth_cluster2_1 (CDS_0006)
Control_protein_00002 control (CDS_0007)

8

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (DefenseFinder) defence (PADLOC)


