
IMGVR_UViG_3300029555_000007|3300029555|Ga0245053_100378: 22,928-34,446 (+)

37 38
structural protein (CDS_0039)

40 41 tail fiber protein (CDS_0042) 43 44 45 46 47 48 49 50 51 52 53 54

uvig_243130: 22,928-33,900 (+)

44 45 46 47 48

uvig_298856: 24,040-34,975 (+)

43 44 45 46

MGV-GENOME-0285049: 23,454-30,732 (+)

35 36 40 41 42 43

IMGVR_UViG_3300045988_129836|3300045988|Ga0495776_018740: 23,424-36,211 (+)

43
Type_V_V_U3 Cas12 (CDS_0047)

48 49 50 51 52

MGV-GENOME-0298585: 21,557-33,768 (+)

40 41 42 43
Type_V_V_U3 Cas12 (CDS_0044)

45

IMGVR_UViG_3300045988_143069|3300045988|Ga0495776_097749: 22,157-33,297 (+)

39 42
cas12f2_V-F_2 (CDS_0043)

44 45
46

47

IMGVR_UViG_3300045988_145598|3300045988|Ga0495776_006655: 22,156-33,868 (+)

41
cas12f2_V-F_2 (CDS_0042)

43 44
45

46

MGV-GENOME-0302707: 20,073-32,720 (+)

37

Type_V_V_U3 Cas12 (CDS_0038)

39
40

41

IMGVR_UViG_3300045988_124990|3300045988|Ga0495776_117353: 20,073-31,770 (+)

36

Type_V_V_U3 Cas12 (CDS_0037)

38
39

40

uvig_253246: 22,897-35,973 (+)

45
Type_V_V_U3 Cas12 (CDS_0046)

47 48 49 50 52 53 57

IMGVR_UViG_3300045988_144484|3300045988|Ga0495776_018324: 22,742-36,498 (+)

40 4142 43 44 45 46
47

48 49 50
51

52

uvig_232384: 22,358-35,561 (+)

41 4243 44 45 46 47
48

49 50 5152

IMGVR_UViG_3300045988_143758|3300045988|Ga0495776_136549: 20,851-34,680 (+)

36
Type_V_V_U3 Cas12 (CDS_0037)

38 3940 41 42 4344
45

46 47 4849

MGV-GENOME-0301680: 20,851-34,680 (+)

36
Type_V_V_U3 Cas12 (CDS_0037)

38 3940 41 42 4344
45

46 47 4849

uvig_245499: 22,441-37,560 (+)

39 43
Type_V_V_U3 Cas12 (CDS_0044)

45 4647 48 49 50 51
52

53 54 5556

MGV-GENOME-0310180: 21,849-36,117 (+)

40 4142 43 44 45
Type_V_V_U3 Cas12 (CDS_0046)

47 48 49 5051

uvig_326249: 20,978-34,744 (+)

39 4041 42 43 44 4546
47

48 49 5051

IMGVR_UViG_3300045988_143307|3300045988|Ga0495776_117308: 20,923-33,899 (+)

37 3839 40 41 42 4344
45

46 47 4849

MGV-GENOME-0312614: 23,190-36,639 (+)

39 44 45
46

47 48 49 5051
52

53 54 5556

uvig_121389: 23,060-35,854 (+)

41 42
43

44 45 46
47

48
49

50 51 52 53

uvig_220476: 22,473-35,546 (+)

41 42
43

44 45 46
47

4849
50

51 52 5354

IMGVR_UViG_3300045988_155788|3300045988|Ga0495776_058124: 23,243-38,311 (+)

44
Type_V_V_U3 Cas12 (CDS_0045)

46 4748 49 50 51 52
53

54 55 56

MGV-GENOME-0310515: 20,119-34,630 (+)

36
Type_V_V_U3 Cas12 (CDS_0037)

38 3940 41 42 43 4445
46

47

uvig_257812: 22,381-35,454 (+)

44 4546 47 48 4950
51

52

IMGVR_UViG_3300045988_134274|3300045988|Ga0495776_117775: 20,301-33,037 (+)

31 35 3637 38 39 40 41 42
43

44

SRS064757_a1_ct14752: 24,816-38,526 (+)

46 47
48

49 50 51
52

5354 55 56 57 58

uvig_505790: 22,088-35,998 (+)

41 4243 44 45 46
47

4849 50 51 52 53

MGV-GENOME-0272907: 21,528-28,426 (+)

28 29
30

31 32 33
34

35
36

37 38 39 40

IMGVR_UViG_3300045988_148995|3300045988|Ga0495776_097412: 23,249-35,613 (+)

39 43 4445 46 47 48 4950 51 52 53

IMGVR_UViG_3300045988_148240|3300045988|Ga0495776_116901: 23,249-35,915 (+)

43 4445 46 47 48 4950 51 52 53

IMGVR_UViG_3300045988_130600|3300045988|Ga0495776_056011: 18,286-31,004 (+)

33 3435 36 37 38 3940 41 42 43

uvig_42361: 20,841-33,445 (+)

37 38
39

40 41 42 43 44 45

MGV-GENOME-0305142: 22,903-35,781 (+)

42 4344 45 46 47
48

4950 51 52 53

uvig_265851: 21,999-35,858 (+)

40 41
42

43 44 45 46 47 48 49
50

51 52

IMGVR_UViG_3300045988_135652|3300045988|Ga0495776_047527: 23,534-37,589 (+)

43 44 4546 47 48 49
50

51
52

53 54 55

MGV-GENOME-0295669: 22,212-33,123 (+)

tail fiber protein (CDS_0038) 40 41 42 43 44 45 4647 48 49 50
51

52

MGV-GENOME-0301287: 22,335-34,760 (+)

39 4041 42 43 44 45
46

47

uvig_176753: 22,175-33,927 (+)

38 3940 41 42 43 44
45

dUTPase (CDS_0046)

IMGVR_UViG_3300045988_149355|3300045988|Ga0495776_010637: 23,587-35,989 (+)

44 4546 47 48 49 50 51

IMGVR_UViG_3300029541_000008|3300029541|Ga0244914_100432: 22,446-34,712 (+)

43 44 45 46 47 48 49

uvig_252911: 22,446-34,171 (+)

42 43 44 45 46 47 48

uvig_245644: 23,095-34,829 (+)

44 4546 47 4849 50

uvig_256623: 23,089-34,040 (+)

42 4344 45 46 47 48

uvig_254681: 23,186-34,479 (+)

44 4546 47 48 49 50 51

MGV-GENOME-0297881: 20,119-33,661 (+)

36
Type_V_V_U3 Cas12 (CDS_0037)

3839 40 41 42 43 44

IMGVR_UViG_3300045988_131918|3300045988|Ga0495776_015558: 20,119-32,988 (+)

35
Type_V_V_U3 Cas12 (CDS_0036)

3738 39 40 41 42 43

IMGVR_UViG_3300045988_135386|3300045988|Ga0495776_018726: 24,484-36,277 (+)

44 47 4849 50 51 52 53
54

55

MGV-GENOME-0305892: 24,484-36,277 (+)

44 47 4849 50 51 52 53
54

55

IMGVR_UViG_3300029250_000009|3300029250|Ga0167474_1000524: 22,506-34,711 (+)

42 4344 45 46 47 48
49

50

uvig_143276: 22,506-34,223 (+)

41 4243 44 45 46 47
48

49

MGV-GENOME-0298290: 22,175-33,944 (+)

40 4142 43 44 45 46
47

48

uvig_329769: 22,831-35,362 (+)

41 4243 44 45 46
47

48

IMGVR_UViG_3300045988_138855|3300045988|Ga0495776_099486: 20,243-31,686 (+)

35 3637 38 39 40
41

42

IMGVR_UViG_3300045988_131286|3300045988|Ga0495776_029875: 22,831-35,212 (+)

41 4243 44 45 46
47

48

MGV-GENOME-0288001: 20,243-31,618 (+)

34 3536 37 38 39
40

41

MGV-GENOME-0298994: 22,171-34,376 (+)

37 40 4142 43 44 45 46
47

48 49 50 55

IMGVR_UViG_3300045988_134685|3300045988|Ga0495776_117237: 22,171-34,378 (+)

40 4142 43 44 45 46
47

48

IMGVR_UViG_3300029571_000016|3300029571|Ga0244922_100716: 22,026-30,670 (+)

37 40 4142 43 44 45 46

IMGVR_UViG_3300029544_000014|3300029544|Ga0244921_100542: 22,026-32,980 (+)

40 4142 43 44 45 46

uvig_293677: 22,371-35,864 (+)

tail fiber protein (CDS_0039) 43 4445 46 47 48
Type_V_V_U3 Cas12 (CDS_0049)

50 51

IMGVR_UViG_3300045988_129447|3300045988|Ga0495776_097123: 22,474-35,738 (+)

38 39
40

41 42 43
Type_V_V_U3 Cas12 (CDS_0044)

45 46

uvig_466950: 22,373-35,346 (+)

32 33 37 3839 40 41 42
43

dUTPase (CDS_0044)

MGV-GENOME-0307668: 23,482-36,675 (+)

tail fiber protein (CDS_0038) 41 42 43 44 45 46 47 48 49 50

IMGVR_UViG_3300045988_137768|3300045988|Ga0495776_010636: 23,482-36,675 (+)

41 42 43 44 45 46 47 48 49 50

uvig_534719: 23,055-36,233 (+)

43 44
45

46 47
48

4950 51 52 53 54 55

MGV-GENOME-0306249: 22,999-36,226 (+)

43 44
45

46 47
48

49 50 51 52 53 54

IMGVR_UViG_3300029736_000008|3300029736|Ga0245186_100623: 26,630-39,748 (+)

50 51 52 53
54

55 56 57 58 59 60

uvig_539125: 22,734-38,952 (+)

45 46
47

48 49 50
51

52 53 54 55 56

IMGVR_UViG_3300045988_130583|3300045988|Ga0495776_018709: 24,402-36,153 (+)

43 44
45

46 47
48

49

IMGVR_UViG_3300045988_134589|3300045988|Ga0495776_077857: 23,933-38,697 (+)

47 48 49 50 51 52

uvig_266026: 23,988-38,047 (+)

47 48 49 50 51 52

MGV-GENOME-0314818: 24,545-39,404 (+)

44 49 50 51 52 53 54

uvig_207989: 22,539-34,434 (+)

40 41 42 43 44 45 46 47

IMGVR_UViG_3300029734_000014|3300029734|Ga0245168_100671: 22,537-33,702 (+)

39 40 41 42 43 44 45 46

IMGVR_UViG_3300045988_136333|3300045988|Ga0495776_136343: 21,776-34,521 (+)

38 39 40 41
42

43 44 45 46 47

MGV-GENOME-0298793: 21,776-33,851 (+)

37 38 39 40
41

42 43 44 45 46

IMGVR_UViG_3300045988_123872|3300045988|Ga0495776_098780: 21,776-33,851 (+)

37 38 39 40
41

42 43 44 45 46

uvig_526200: 29,262-35,306 (+)

42 43 44 45
46

47 48 49 50 51

IMGVR_UViG_3300045988_130579|3300045988|Ga0495776_010473: 26,696-37,529 (+)

49 50 51 52 53 54

IMGVR_UViG_3300045988_127915|3300045988|Ga0495776_093275: 21,778-32,434 (+)

40 41 42 43 44 45

MGV-GENOME-0292486: 21,749-32,608 (+)

41 42 43 44 45 46 47

uvig_319667: 23,863-34,439 (+)

45 46 47 48 49

SRS104084_a1_ct13294_vs01: 26,104-39,327 (+)

49 50
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0051)

52 53 54

IMGVR_UViG_3300045988_143110|3300045988|Ga0495776_068831: 24,557-37,747 (+)

42 43 44
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

46 47 48 49

uvig_506091: 23,025-33,052 (+)

40 41

MGV-GENOME-0272559: 15,643-28,253 (+)

baseplate spike (CDS_0019)
20 21 22 23 27 28

29
30 31 32 33 34 35 36

37
38 39

uvig_434532_: 23,507-34,428 (+)

dUTPase (CDS_0042)
43 44 45

uvig_241679: 22,278-29,068 (+)

40

MGV-GENOME-0275133: 18,912-28,079 (+)

33

MGV-GENOME-0303295: 23,537-35,345 (+)

45 46 47 48 49 50

IMGVR_UViG_3300045988_131935|3300045988|Ga0495776_098804: 22,010-34,130 (+)

37 41 42 43 44 45

IMGVR_UViG_3300045988_123429|3300045988|Ga0495776_097458: 23,642-33,605 (+)

46 47

IMGVR_UViG_3300029875_000009|3300029875|Ga0245324_100693: 22,650-31,242 (+)

38 3940 41 42 43 44 45 46 47

IMGVR_UViG_3300045988_141904|3300045988|Ga0495776_132665: 22,650-32,044 (+)

38 39 40 41 42 43 44 45

MGV-GENOME-0277637: 22,471-29,357 (+)

39 40 41 42 43

IMGVR_UViG_3300029731_000013|3300029731|Ga0245178_100650: 20,978-35,483 (+)

35 36 37 38 39 40
41

42 43 44

uvig_187819: 20,978-36,236 (+)

36 37 38 39
dUTPase (CDS_0040)

DNA methyltransferase (CDS_0041)
42

43 44 45

IMGVR_UViG_3300045988_146075|3300045988|Ga0495776_117272: 20,978-33,962 (+)

34 36 37 38 39 40 41
42

43 44 45

IMGVR_UViG_3300045988_137458|3300045988|Ga0495776_006801: 22,511-34,182 (+)

41 42 43 44 45

IMGVR_UViG_3300008361_000015|3300008361|Ga0115082_100460: 22,404-34,376 (+)

40 41 42
43

44 45 46

MGV-GENOME-0263410: 21,819-27,189 (+)

32 33 34
35

36 37 38

MGV-GENOME-0293538: 21,831-33,303 (+)

40 41 42 43

IMGVR_UViG_3300045988_140592|3300045988|Ga0495776_054149: 21,831-33,303 (+)

40 41 42 43

IMGVR_UViG_7000000040_000001|7000000040|SRS043411_WUGC_scaffold_39395: 22,581-32,210 (+)

42

MGV-GENOME-0284749: 22,556-32,240 (+)

42

IMGVR_UViG_3300045988_144088|3300045988|Ga0495776_112400: 20,710-30,412 (+)

36 37 38

MGV-GENOME-0281844: 20,113-32,310 (+)

36 37 38 39 43 45

uvig_246826: 20,523-34,278 (+)

37
Type_V_V_U3 Cas12 (CDS_0038)

39 40 41 42 4344 45

IMGVR_UViG_3300030320_000097|3300030320|Ga0244994_100882: 20,523-34,125 (+)

37
Type_V_V_U3 Cas12 (CDS_0038)

39 40 41 42 4344 45

6000 nt

DNA, RNA and nucleotide metabolism head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC)


