
IMGVR_UViG_3300029793_000466|3300029793|Ga0243738_1000044|75593-114883: 26,850-35,915 (+)

29 30 31 32
transcriptional regulator (CDS_0033)

34 DNA primase/helicase (CDS_0035) 36 37 38

IMGVR_UViG_3300029595_000227|3300029595|Ga0245140_100025|105326-144465: 21,995-35,764 (+)

24 holin (CDS_0025) 26 BopD (VF0362) (CDS_0027) 28 transcriptional regulator (CDS_0032)

uvig_181906: 18,374-29,285 (+)

endolysin (CDS_0022)
23

integrase (CDS_0026)
integrase (CDS_0027) transcriptional regulator (CDS_0030)

IMGVR_UViG_3300029403_000093|3300029403|Ga0243191_100356: 32,170-41,431 (+)

35
transcriptional regulator (CDS_0038)

40 45

IMGVR_UViG_3300029248_000275|3300029248|Ga0168696_1000249|20780-57628: 24,843-33,900 (+)

33

uvig_309747: 21,943-32,356 (+)

35

uvig_219929: 22,297-32,385 (+)

32

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis transcription regulation unknown function virulence (VFDB)


