
MGV-GENOME-0356581: 46,973-57,121 (+)
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Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0087)
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uvig_199655: 42,311-52,149 (+)
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IMGVR_UViG_3300045988_152556|3300045988|Ga0495776_006447: 49,617-56,728 (+)
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MGV-GENOME-0357095: 45,923-54,117 (+)
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IMGVR_UViG_3300045988_155784|3300045988|Ga0495776_008676: 44,081-53,343 (+)
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IMGVR_UViG_3300045988_151237|3300045988|Ga0495776_136677: 43,829-51,815 (+)
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Ma_2019_SRR413616_NODE_170_length_83947_cov_5.623349: 46,209-54,124 (+)

70 71 72 73
HNH endonuclease (CDS_0074)
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IMGVR_UViG_3300045988_161124|3300045988|Ga0495776_030263: 45,573-54,184 (+)
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HNH endonuclease (CDS_0074)
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uvig_323117: 45,573-63,956 (+)
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HNH endonuclease (CDS_0075)
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MGV-GENOME-0355191: 44,189-55,364 (+)
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IMGVR_UViG_3300045988_144273|3300045988|Ga0495776_096438: 44,189-55,364 (+)
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HNH endonuclease (CDS_0074)
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uvig_296099: 42,604-54,274 (+)

Type_V_V_U4 Cas12 (CDS_0059) 63 64 6566 67 68
HNH endonuclease (CDS_0069)
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IMGVR_UViG_3300045988_146366|3300045988|Ga0495776_030137: 45,278-53,740 (+)
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MGV-GENOME-0353323: 44,508-51,592 (+)
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IMGVR_UViG_3300045988_162524|3300045988|Ga0495776_005960: 48,594-55,662 (+)
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MGV-GENOME-0354149: 44,938-52,734 (+)
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MGV-GENOME-0350102: 39,590-47,170 (+)
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HNH endonuclease (CDS_0067)

68 69 70 72

IMGVR_UViG_3300045988_161850|3300045988|Ga0495776_136977: 39,590-47,170 (+)
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HNH endonuclease (CDS_0067)
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IMGVR_UViG_3300045988_157758|3300045988|Ga0495776_006074: 47,046-56,051 (+)
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MGV-GENOME-0356317: 47,682-56,051 (+)
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7000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


