HNH endonuclease (CDS_0134)
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IMGVR _UViG_3300045988_155784[3300045988|Ga0495776_008676:80,581-83,198 (+); 1-15,236 (+)
terminase large subunit (CDS_0001) 5

uvig_199655:78,246-80,858 (+); 1-14,935 (+)
1 5
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MGV-GENOME-0356581:84,265-85,806 (+); 1-15,204 (+)
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MGV- GENOME 0354149:80,640-83,256 (+); 1-15,075 (+)
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MGV-GENOME-0353323:79,305-81,917 (+); 1-14,772 (+)
5 6 Type_V_V_U4 Cas12 (CDS_0011)
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IMGVR_UViG_3300045988_152556/3300045988|Ga0495776_006447:83,120-84,661 (+); 1-15,580 (+)

cas12f2 V-F_2(CDS_0013)
1 5 6 cas12f2 V-F_2 (CDS_0008) cas12f2_V-F_3(CDS_0012)

——
MGV-GENOME-0355928:83,668-85,209 (+); 1-19,096 (+)
5 6

MGV-GENOME-0355256: 1-15,488 (+)
HEase_00016 homing (CDS_0003) 6

i

IMGVR_UViG_3300045988_151237|3300045988|Ga0495776_136677:1,614-16,173 (+)
terminase large subunit 5 6
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IMGVR_UViG_3300045988_144273|3300045988|Ga0495776_096438: 1,629-15,698 (+)

5 6 7

uvig_296099:1,629-15,944 (+)

MGV-GENOME-0346463:1,629-15,283 (+)
5 6 7 8 9

IMGVR_UViG_3300045988_161124|3300045988|Ga0495776_030263:1,629-17,776 (+)
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IMGVR_UViG_3300045988_156148|3300045988|Ga0495776_017173:80,616-81,585 (+); 1-14,180 (+)
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IMGVR_UViG_3300045988_162524|3300045988|Ga0495776_005960:82,681-85,292 (+); 1-18,536 (+)
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MGV-GENOME-0357095:1,629-16,925 (+)
8000 nt {
DNA, RNA and nucleotide metabolism head and packaging unknown function defence (DefenseFinder) defence (PADLOC)




