
MGV-GENOME-0353323: 58,997-64,642 (+)

104 105 106 107 108 109 110 111 112 113 114
endolysin (CDS_0115)

116 117

IMGVR_UViG_3300045988_151237|3300045988|Ga0495776_136677: 57,816-64,327 (+)

92 oMTase_00015 orphan (CDS_0095) 99 100 endolysin (CDS_0104) 105

MGV-GENOME-0356317: 62,145-68,971 (+)

121 123 HNH endonuclease (CDS_0124) 128

uvig_241738: 46,251-52,355 (+)

74 75

IMGVR_UViG_3300045988_144273|3300045988|Ga0495776_096438: 60,192-66,204 (+)

105 106 108

IMGVR_UViG_3300045988_161124|3300045988|Ga0495776_030263: 59,943-65,550 (+)

106 107 HNH endonuclease (CDS_0109)

IMGVR_UViG_3300045988_155784|3300045988|Ga0495776_008676: 59,490-65,305 (+)

99 100 oMTase_00015 orphan (CDS_0104) DNA methyltransferase (CDS_0105)

uvig_296099: 58,409-65,155 (+)

90
oMTase_00015 orphan (CDS_0094)

DNA methyltransferase (CDS_0095) 98

IMGVR_UViG_3300045988_152556|3300045988|Ga0495776_006447: 62,158-67,619 (+)

oMTase_00015 orphan (CDS_0109) 110

MGV-GENOME-0354149: 57,896-65,170 (+)

100 DNA methyltransferase (CDS_0102) 106 radical SAM domain protein (CDS_0107) endolysin (CDS_0111)

2000 nt

DNA, RNA and nucleotide metabolism lysis other unknown function defence (PADLOC)


