
IMGVR_UViG_3300045988_162524|3300045988|Ga0495776_005960: 32,041-41,927 (+)

35 36 37 38 39 40
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42 43 44 45 46 47 48 49 50 51 52 53 54

MGV-GENOME-0346463: 30,535-39,457 (+)

37 42 43 44 45 46 48 51 52 53

IMGVR_UViG_3300045988_144273|3300045988|Ga0495776_096438: 30,548-40,905 (+)

HEase_00016 homing (CDS_0037)
38 43 44 45 47 53

uvig_296099: 31,831-41,727 (+)

44 45

MGV-GENOME-0356317: 33,578-41,095 (+)

42 43 44 45 47 48 53 54

IMGVR_UViG_3300045988_155784|3300045988|Ga0495776_008676: 32,357-40,094 (+)

46 49

MGV-GENOME-0356604: 33,809-41,199 (+)

46

MGV-GENOME-0354149: 30,139-37,142 (+)

36 40 41 43 45 48 49

4000 nt

unknown function defence (DefenseFinder) defence (PADLOC)


