oMTase_00015 orphan (CDS_0106)
92 93 94 95 96 97 98 99 100 101 102 103 104 105 107 108 109

I E— I —
MGV-GENOME-0355256: 55,795-60,966 (+)

HNH endonuclease (CDS_0097) 98

—————— —— ————— — ——1
IMGVR_UViG_3300045988_156148|3300045988|Ga0495776_017173:55,328-60,446 (+)

96 97 99 100 101

I —
MGV-GENOME-0356604: 59,172-63,214 (+)
59 63 64

- s [ — ——— —— ————————— ——
uvig_241738:42,948-46,990 (+)

99 101 105 106

MGV-GENOME-0356581: 60,570-64,603 (+)
89 90 91 9% 102
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IMGVR_UViG_3300045988 156344|3300045988\6;10495776 006628:57,263-62,476 (+)

96

e e I B . E—
MGV-GENOME-0355928:57, 263 62476 (+)

86 87 RecT-like ssDNA annealing protein (CDS_0088) 94
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— e I ——— E— E—
uvig_199655:52,621-58,314 (+)

71

[
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b

MGV-GENOME-0346463:44,303-49,996 (+)
anti-SOS response (APIS178) (CDS_0079) 81 HNH endonuclease (CDS_0086) 87

IMGVR_UViG_3300045988_161850[3300045988|Ga0495776_136977:47,642-54,896 (+)
2000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)
I




