
MGV-GENOME-0356604: 30,444-39,664 (+)
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HEase_00016 homing (CDS_0038)

39 40 41
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042)
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IMGVR_UViG_3300045988_155784|3300045988|Ga0495776_008676: 28,944-37,777 (+)

HEase_00016 homing (CDS_0037) 38 43 44

IMGVR_UViG_3300045988_162524|3300045988|Ga0495776_005960: 30,736-35,821 (+)

38

IMGVR_UViG_3300045988_144273|3300045988|Ga0495776_096438: 29,068-38,037 (+)

HEase_00016 homing (CDS_0037) 38 39 43 44

uvig_296099: 30,526-39,801 (+)

39 40

IMGVR_UViG_3300045988_146366|3300045988|Ga0495776_030137: 32,917-39,990 (+)

39 43 44 45 46 48 49 50 51 52

MGV-GENOME-0353656: 28,304-37,718 (+)

29 34 39 40

IMGVR_UViG_3300045988_151237|3300045988|Ga0495776_136677: 25,912-37,718 (+)

27 28 29 34

MGV-GENOME-0354149: 27,641-36,142 (+)
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4000 nt

unknown function defence (DefenseFinder) defence (PADLOC)


