
IMGVR_UViG_3300045988_146366|3300045988|Ga0495776_030137: 34,335-42,515 (+)

40 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 58 59

MGV-GENOME-0353323: 31,437-41,423 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042) 48 49 50 51 52 53 54 56 60 62

IMGVR_UViG_3300045988_155784|3300045988|Ga0495776_008676: 34,231-41,519 (+)

46 47 48 49 50 52 53 56

MGV-GENOME-0354149: 32,829-39,289 (+)

43 45 47 48 49 50

IMGVR_UViG_3300045988_144273|3300045988|Ga0495776_096438: 32,844-41,129 (+)

43 44 47 49

uvig_296099: 33,669-41,962 (+)

47

MGV-GENOME-0357095: 33,876-42,155 (+)

50 52 53 54 56 57 61

IMGVR_UViG_3300045988_151237|3300045988|Ga0495776_136677: 30,423-40,177 (+)

31 32 33 34 38 39 40 44 45

3000 nt

unknown function defence (DefenseFinder)


