
MGV-GENOME-0142643: 1-10,339 (+)

1 2 3 4 5 6
tRNA-Gly(TCC)

7 8 9 10 11 12 13 14 15

MGV-GENOME-4342319: 1-8,650 (+)

4 5 6 8 14

MGV-GENOME-0132692: 1-9,667 (+)

4 5 6 7 8 9

MGV-GENOME-0133994: 1-9,923 (+)

4 5 6 9

MGV-GENOME-0129422: 1-8,736 (+)

4 5 6 7 9

MGV-GENOME-0127377: 1-8,735 (+)

4 5 6

uvig_337579: 1-8,927 (+)

4 5 phosphoadenosine phosphosulfate reductase (CDS_0006)

uvig_450265: 1-9,598 (+)

5 6 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0008)

uvig_335426: 1-7,561 (+)

4 5

MGV-GENOME-4342887: 1-8,443 (+)

4 5 6

uvig_284284: 1-14,150 (+)

4 5
neck protein (CDS_0006)

7 8 9 10 Lysine synthesis (VF0815) (CDS_0011)
Mom-like DNA modification protein (CDS_0015)

16

MGV-GENOME-0139304: 1-9,772 (+)

4 5 6 head-tail adaptor (CDS_0007) RM_Type_II__Type_II_MTases_FAM_2 (CDS_0011)

uvig_230350: 1-12,691 (+)

4
Ciu iron uptake and siderophore biosynthesis system (VF0740) (CDS_0005)

6 7 8 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0010)

uvig_197017: 1-9,328 (+)

major head protein (CDS_0004) 5
neck protein (CDS_0006)

7 8 9 10 15

uvig_539361: 1-8,011 (+)

TlyC (VF0489) (CDS_0004) 9

uvig_519936: 1-7,411 (+)

4 5 7

MGV-GENOME-0127192: 1-9,015 (+)

4 5 radical SAM domain protein (CDS_0010) 11

MGV-GENOME-4343987: 1-8,858 (+)

4 5

MGV-GENOME-0141496: 1-11,508 (+)

5 6 8 9
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0010)

11

MGV-GENOME-0141713: 1-11,535 (+)

5 8 9
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0010)

11

MGV-GENOME-0141235: 1-11,477 (+)

5 7 8
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0009)

10

uvig_260703: 1-9,935 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0009) 10

uvig_467196: 1,661-7,743 (+)

SspD_00001 SspD (CDS_0005)
Mom-like DNA modification protein (CDS_0007)

8

uvig_77726: 1-13,294 (+)

4 5 6 7 8 9
DNA repair protein (CDS_0010)

14

5000 nt

DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB) tRNA


