major tail protein (CDS_0012) endolysin (CDS_0022)
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MGV GENOME-0290286:8,017-21,426 (+)
endolysin (CDS_0022)
head protein (CDS _( 0018)

minor tail protein (CDS_0017) 1920T 23T holin (CDS_0025) 30 31

uvig_108337:8,228-22,121 (+)

20
head protein (CDS_0018) 19TLm10Iysin (CDS_0021)

MGV-GENOME-0261363:8,024-20,104 (+)
head protein (CDS_0018) PDC-M64C_WP_110053925.1 (CDS_0024)
minor tail protein (CDS_0017) 19 20 21 AdsA (VF0422) (CDS_0022) 23 25

uvwg 77985 8,017-27,425 (+)
endolysin (CDS_0022)
head protein (CDS_0019)
21 24
tail length tape measure protein (CDS_0015) 16 17 20T 23T 25 30

SRS011302_al _ct80608_vs1:7,742-23,943 (+)
peptidase (CDS_0022)
21
head protein (CDS_0019) 20| | 23holin (CDS_0024)
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IMGVR_UViG_3300007111_000243|3300007111|Ga0102634_100095[43661-80656:7,742-21,750 (+)
transcriptional repressor (CDS_0029)
endolysin (CDS_0022)
head protein (CDS_0018) DnaD-like helicase loader (CDS_0032) terminase large subunit (CDS_0041)
21 27 major head protein (CDS_0039)
tail length tape measure protein (CDS_0015) 1920 [ | 232425 26 [28 ‘ 3031 333435 36 3738 40 | 42
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IMGVR_UVIG_2895758547_000004|2895758547|2895758568|27775-75888:8,163-31,706 (+)
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IMGVR_UViG_3300029494 000014|3300029494|Ga0244011_1000973:8,223-22,417 (+)
head protein (CDS_0018) 21

19 20] 22

IMGVR_UViG_3300014806_000013|3300014806|Ga0134388_1000380: 8,448-23,404 (+)
peptidase (CDS_0021)
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head protein (CDS_0018) 19 | 23 24[ 26
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IMGVR_UViG_3300029357_000338|3300029357|Ga0243847_100096|139283-178939:8,226-23,250 (+)
endolysin (CDS_0022)
21 RNA polymerase sigma factor (CDS_0028) 32
head protein (CDS_0018) 1920 | | 2324 25 26 27 29 30 3133
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IMGVR_UViG_3300029353_000275|3300029353|Ga0243845_100066(176575-221022:8,226-28,041 (+)

RNA polymerase sigma factor (CDS_0025)
endolysin (fCDS_OOZZ)
holin (CDS_0024)

21 29
18 19207 | 23 26 27 28] 30
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IMGVR_UViG_3300029421_000294|3300029421|Ga0243844_100056|176582-219302: 8,226-26,314 (+)
endolysin (CDS_0022)
holin (CDS_0024)

21 28
18 19207 | 23| 25 26 27]29

IMGVR_UViG_3300029765 000281|3300029765|Ga0243842_100384(629-41170:8,226-24,135 (+)
endolysin (CDS_0021)
holin (CDS_0023)
20
18 19]
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IMGVR _UViG_330002975% 000248|3300029759|Ga0243843_100745|2-38304:8,226-21,896 (+)
endolysin (CDS_0023)
20 holin (CDS_0025) superinfection exclusion (CDS_0033)
head protein (CDS_0018) 19 | 21 22 | 24] 2627 28 29 30 31 32 34 35 36
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uvig_375196:8,247-34,525 (+)
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