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IMGVR_UViG_3300045988_153908|3300045988|Ga0495776_186301: 8,312-26,824 (+)
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MGV-GENOME-0353168: 8,853-28,774 (+)
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MGV-GENOME-0334969: 9,908-25,707 (+)
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uvig_596317: 7,885-35,385 (+)
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IMGVR_UViG_3300045988_156359|3300045988|Ga0495776_155462: 7,329-24,442 (+)
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IMGVR_UViG_3300029415_000120|3300029415|Ga0243378_1000102|40712-101679: 7,821-24,434 (+)
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SAMEA2737833_a1_ct115630_vs1: 9,048-31,857 (+)
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uvig_141707: 7,829-19,830 (+)
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MGV-GENOME-0321000: 7,829-17,915 (+)
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DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function virulence (VFDB)


