distal tail protein Dit (CDS_0017)
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endolysin (CDS_0018)

major tail protein (CDS_0011) holin (CDS_0020) 24 26
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MGV-GENOME-0350100: 8,312-26,824 (+)
endolysin (CDS 0018)
holin'(CDS_0020)
distal tail protein Dit (CDS_0017) | 19] 21
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IMGVR_UViG_3300045988_153908|3300045988|Ga0495776_186301:8,312-26,824 (+)
endolysin (CDS_0018)
holin (CDS_0020)
LigA (VF1220) (CDS_0021)
13 distal tail protein Dit (CDS_0017) |19 22
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MGV-GENOME-0353168:8,853-28,774 (+)
peptidase (CDS_0017)
holin (CDS_0019)
distal tail protein Dit (CDS_0016) 1§T

E

MGV-GENOME-0355273:7,623-25,015 (+)

@osphofructokinase (CDS_0020)
17 distal tail protein Dit (CDS_0019)
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MGV-GENOME-0334969:9,908-25,707 (+)
tail length tape measure protein (CDS_0015)
phosphofructokinase (CDS_0017)
9 NA polymerase (CDS_0016)

i+

uvig 494028:7,839-19,270 (+)
endolysin (CDS_0016)
LigA (VF1220) (CDS_0019) RegX3 (VF0858) (CDS_0023) ATPase (CDS_0027)

holin (CDS_0018) kinase (CDS_0022) DNA polymerase (CDS_0029)

distal tail protein Dit (CDS_0015) |17] 20 21 | 24 25 26 28 phosphofructokinase (CDS_0030)
Wig 153859: 770641346 )
endolysin (CDS_0017) RegX3 (VF0858) (CDS_0023)
LigA (VF1220) (CDS_0020) ATPase (CDS_0027)

holin (CDS_0019) kinase (CDS_0022) DNA polymerase (CDS_0029)
distal tail protein Dit (CDS_0016) \ 18T 21 \ 24 25 26 28 phosphofructokinase (CDS_0030)
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uvwg 130614 8,160-41,948 (+)
distal tail protein Dit (CDS_0016)
endolysin (CDS_0017)  ATPase (CDS_0023)

holin (CDS_0019) DNA polymerase (CDS_0025) 30 32
tail length tape measure protein (CDS_0014) | |18 20 21 22 24 phosphofructokinase (CDS_0026) |31]
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uvig_596317:7,885-35,385 (+)
endolysin (CDS_0017)
holin'(CDS_0019)
13 distal tail protein Dit (CDS_0016) | 18] 20
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IMGVR_UViG_3300045988_156359|3300045988|Ga0495776_155462:7,329-24,442 (+)
distal tail protein Dit (CDS_0016)
endolysin (CDS_0017)
holin (CDS_0019)
tail length tape measure protein (CDS_0014) 18
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|
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IMGVR_UViG_3300029415_000120|3300029415|Ga0243378_1000102|40712-101679: 7,821-24,434 (+)
endolysin (CDS_0019)
holin (CDS 0021) phosphofructokinase (CDS_0028)
‘ LigA (VF1220) (CDS_0022) 25
distal tail protein Dit (CDS_0018) 23 2412627 32
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SAMEA2737833_al ct115630_vs1:9,048-31,857 (+)

endolysin (CDS_0018)
holin'(CDS_0020)
LigA (VF1220) (CDS_0021) 24 DNA polymerase (CDS_0027)
distal tail protein Dit (CDS_0017) 13\ 22 23T§ 26 phosphofructokinase (CDS_0028)
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uvig_153013_:8,853-35,380 (+)
endolysin (CDS_0017)
holin'(CDS_0019)
Eng (VF1220) (CDS_0020) 23 exonuclease (CDS_0032)
distal tail protein Dit (CDS_0016) | 18| 21 22]24 25 2627 28 2930 31 3334 35 36  phosphofructokinase (CDS_0037)

N —
uvig_132442:7,569-39,065 (+)
phosphofructokinase (CDS_0018)
tail length tape measure protein (CDS_0015)
16 17 24

———
uvig_141707:7,829-19,830 (+)
15 16
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MGV-GENOME-0321000: 7,829-17,915 (+)
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DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function virulence (VFDB)
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